IMIIIIIIMIMIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIMIM 

Db 2 7 94 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 2 853 



RESULT 7 
AY510107 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



CDS 



AY510107 824 bp mRNA linear PRI 03-FEB-2004 

Homo sapiens 9F11 monoclonal IgM antibody light chain mRNA, 
complete cds . 
AY510107 

AYS 101 07 .1 GI:41388185 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini ; Hominidae; Homo. 

1 (bases 1 to 824) 

Asai,S., Okada,N., Okada,H., Dohi,N. and Hosokawa,M. 

Human IgM monoclonal Ab which induces complement mediated cytolysis 

of HIV-1 infected cells 

Unpublished 

2 (bases 1 to 824) 

Asai,S., Okada,N., Okada,H., Dohi,N. and Hosokawa,M. 
Direct Submission 

Submitted (22 -DEC-2003 ) Biodefense, Nagoya City University Graduate 
School of Medical Sciences, 1 Kawasumi Mizuho-cho Mizuho-ku, 
Nagoya, Aichi 467-8601, Japan 

Location/ Qualifiers 

1. .824 

/organism^ "Homo sapiens" 
' /mol_type= "mRNA" 
/db xref- n taxon: 9606" 
/cell_line= ,, 9Fll" 
13. .723 
/codon_start=l 

/product^ "monoclonal IgM antibody light chain" 
/protein_id="AAS01772 . 1" 
/db_xref ="GI :41388186" 

/ trans lation= "MDMRVPAQLLGLLLLWFPGSRCDIQMTQSPSSVSASVGDRVTIT 
CRASQGISSWLAWYQQKPGKAPKLLIYDASSLQSGVPSRFSGSGSGTDFTLTISSLQP 
EDFATYYCQQANSFPLTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASWCLLNN 
FYPREAK^QWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKLYACEV 
THQGLS S PVTKS FNRGEC " 



ORIGIN 



Query Match 89.0%; Score 373.8; DB 9 

Best Local Similarity 94.6%; Pred. No. l.le-113 
Matches 3 87; Conservative 0; Mismatches 22 



Length 824 ; 

Indels 0; Gaps 0; 



Qy 

Db 



12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

mil mini milium n mum iiimiimim minimi 

1 8 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 7 



Qy 

Db 



7 2 CGACATCCAGATG ACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAG AGTCAC 131 

IIIIIIIIIIIMIMIIIIIIIIIIMIIIIIIIIIMIIIIIIIIIIIIIIIIIIIII 

7 8 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 13 7 



Qy 132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

IMMIMIMIIMMIMIM IIIIIIIIIIIIIMIIIIIIIIIIIMII Mill 

Db 13 8 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 197 

Qy 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

Ml HIM MMMMMMMIMM MMMMMMMMIMM IIIIMM 

Db 198 AGGGAAAGCCCCTAAGCTCCTGATCTATGATGCATCCAGTTTGCAAAGTGGGGTCCCATC 257 

Qy 2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

MINIMUM f 1 1 1 1 f 1 1 ! 1 1 1 1 1 1 f I M I f 1 1 1 1 1 1 i I f 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 i ! 

Db 2 5 8 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 317 

Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 371 

IMIMIMMMMMMMMIMMMMMM IIIIMM M 1 1 1 1 II 

Db 318 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCTCTCACTTTCGGCGG 3 77 

Qy 3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II MUM IIMMIIIIIIII Mill MUM IIMMMIMM 

Db 3 78 AGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 426 



RESULT 8 
BC073764 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



TITLE 

JOURNAL 
PUBMED 
REFERENCE 
AUTHORS 



mRNA 
IMAGE: 



linear PRI 30-JUN-2004 
4576136, complete cds . 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



L.H. , Derge, J.G. , 
Shenmen , C . M . , Schuler , G . D . , 
Schaefer,C.F. , Bhat,N.K. , 
S.I., Wang, J., Hsieh,F., 



BC073764 936 bp 

Homo sapiens cDNA clone MGC : 8 8771 
BC073764 

BC07 3 764 .1 GI : 4 925 6424 
MGC . 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 

1 (bases 1 to 936) 

Strausberg, R. L . , Feingold, E . A. , Grouse 
Klausner , R.D. , Collins, F.S. , Wagner, L . 
Altschul, S.F. , Zeeberg,B. , Buetow,K.H. 
Hopkins , R. F . , Jordan , H., Moore, T. , Max 
Diatchenko,L. , Marusina, K. ,- Farmer, A. A. , Rubin, G.M., Hong,L., 
Stapleton, M . , Soares,M.B., Bonaldo, M. F. , Casavant , T . L . , 
Brownstein , M. J . , Usdin,T.B., Toshiyuki , S . , 
Prange,C. , Raha,S.S. , Loquellano, N . A . , Peters, G.J. ] 
Mullahy , S . J. , Bosak, S . A. , McEwan, P. J. , 
Malek, J. A. , Gunaratne, P.H. , Richards, S. , 
Hale,S., Garcia, A.M., Gay, L.J. # Hulyk,S.W. f 
Villalon,D.K. , Muzny , D . M . , Sodergren, E . J . , Lu,X., Gibbs,R.A., 
Fahey,J., Helton, E., Ketteman,M., Madan,A. , Rodrigues , S . , 
Sanchez, A., Whiting, M., Madan,A. , Young, A. C, Shevchenko, Y. , 
Bouf fard,G.G. , B lakes ley , R . W . , Touchman , J . W . , Green, E.D. , 
Dickson, M. C . , Rodriguez , A . C . , Grimwood, J. , Schmutz,J., Myers, R.M., 
Butt erf ield, Y.S . , Krzywinski , M . I . , Skalska,U. , Smailus , D.E. , 
Schnerch,A., Schein,J.E., Jones,S.J. and Marra,M.A. 
Generation and initial analysis of more than 15,000 full-length 
human and mouse cDNA sequences 

Proc. Natl. Acad. Sci . U.S.A. 99 (26), 16899-16903 (2002) 
12477932 

2 (bases 1 to 936) 
Strausberg, R . 



Scheetz,T.E. 
Carninci , P . , 
Abramson , R . D . 
McKernan, K.J. 
Worley, K. C. , 



TITLE Direct Submission 

JOURNAL Submitted (2 3 - JUN- 2004 ) National Institutes of Health, Mammalian 
Gene Collection (MGC) , Cancer Genomics Office, National Cancer 
Institute, 31 Center Drive, Room 11A03, Bethesda, MD 20892-2590, 
USA 

REMARK NIH-MGC Project URL: http://mgc.nci.nih.gov 
COMMENT Contact: MGC help desk 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement : Louis Staudt 

cDNA Library Preparation: Rubin Laboratory 

cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 

DNA Sequencing by: Sequencing Group at the Stanford Human Genome 

Center, Stanford University School of Medicine, Stanford, CA 94305 

Web site: http://www-shgc.stanford.edu 

Contact: (Dickson, Mark) mcd@paxil.stanford.edu 

Dickson, M. , Schmutz, J., Grimwood, J., Rodriquez, A., and Myers, 
R. M. 



FEATURES 

source 



CDS 



Clone distribution: MGC clone distribution information can be found 
through the I.M.A.G.E. Consortium/LLNL at: http://image.llnl.gov 
Series: IRAL Plate: 58 Row: c Column: 10 

This clone was selected for full length sequencing because it 
passed the following selection criteria: GenomeScan gene 
prediction, Similarity but not identity to protein. 

Location/Qualifiers 

1. .936 

/organism^ "Homo sapiens" 

/mol_type= "mRNA" 

/db_xref ="taxon: 9606" 

/clone="MGC: 88771 IMAGE : 45 7613 6 " 

/tissue_type= "Primary B-Cells from Tonsils" 

/ c 1 one_l ib= "NIH_MGC_4 8 n 

/lab_host="DH10B-R" 

/note= "Vector : p0TB7" 

12. .722 

/codon_start=l 

/product= "Unknown (protein for MGC:88771)" 
/protein_id="AAH73764 .1" 
/db_xref ="GI :49256425" 

/translation- " MDMRVPAQLLGLLLLWFPGSRCDIQMTQSPSSVSAS VGDRVTIT 
CRASQGISSWLAWYQQKPG.KAPKLLIYAASSLQSGVPSRFSGSGSGTDFTLTISSLQP 
EDFATYYCQQAHSFPFTFGPGTKVDIKRTVAAPSVFIFPPSDEQLKSGTASWCLLNN 
FYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEV 
THQGLSSPVTKSFNRGEC" 



ORIGIN 



Query Match 89.0%; 
Best Local Similarity 94.6%; 
Matches 3 87; Conservative 



Score 373.8; DB 9; 
Pred. No. 1. le-113; 
0; Mismatches 22; 



Length 93 6; 



Indels 



0; Gaps 



Qy 

Db 



1 2 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

Mill IIMII 11 1 M 1 1 1 1 1 1 M MIMIMIIMMMMIMMMIMMM 

17 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 76 



Qy 



Db 



72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

MIMIMIIIIMIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIII 

7 7 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 13 6 



Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 



132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

I M 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 II I II 1 1 1 1 II I II 1 1 M 1 1 1 1 1 II 

137 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 196 
192 AGGTAAAGCACGTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 51 

III Mill I MINI I MINIM Mill I MINI III MINIUM INN III 

1 97 AGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 2 56 
2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

II II MM NNNIIMNINNNINNNNINNNIINNNINI 

2 57 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 316 
312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

MIIMIMIIIIIIIIIMNIIIIIIIINII I N I M I II I Ml N I 

317 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTCACAGTTTCCCATTCACTTTCGGCCC 3 76 

3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 2 0 

II Mill Nil MIIIINI I llllll I INN INN WWW 

3 77 TGGGACCAAAGTGGATATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 5 



RESULT 9 
AX305000 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

FEATURES 

source 



5 ' UTR 
CDS 



AX305000 
Sequence 
AX305000 
AX305000 . 



29 from Patent 



GI :17644678 



974 bp 
EP1158004 



DNA 



linear PAT ll-DEC-2001 



(human) 



Chordata; 
Primates ; 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini ; Hominidae; Homo. 



sig_peptide 
3 'UTR 



Homo sapiens 
Homo sapiens 
Eukaryota; Metazoa; 
Mammalia; Eutheria; 
1 

Takashi , T . , Kat sunari , T . P . and Nobuaki , H . 

Human monoclonal antibody against a costimulatory signal 
transduction molecule ailim and pharmaceutical use thereof 
Patent: EP 1158004-A 29 28-NOV-2001; 
Japan Tobacco Inc. (JP) 

Location/Qualifiers 

1. .974 

/organism= "Homo sapiens" 
/mol_type= "unassigned DNA" 
/db_xref ="taxon: 9606" 
1 . .38 
39. .749 

/note= "unnamed protein product" 
/ codon_start=l 
/protein_id="CAD19026 . 1" 
/db_xref="GI : 17644679" 

/ translation^ "MDMRVPAQLLGLLLLWFPGSRCDIQMTQSPSSVSASVGDRVTIT 
CRASQGISRLLAWYQQKPGKAPKLLIYVASSLQSGVPSRFSGSGSGTDFTLTISSLQP 
EDFATYYCQQANSFPWTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASWCLLNN 
FYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEV 
THQGLS S P VTKS FNRGEC " 
39. .104 
750. .974 



ORIGIN 



Query Match 88.2%; Score 370.6; DB 6 

Best Local Similarity 94.1%; Pred . No. 1.3e-112 
Matches 385; Conservative 0; Mismatches 24 



Length 974; 
Indels 0; 



Gaps 



Qy 

Db 



0 j 



12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

Mill llllll MIMIIIIII II M i 'Mil UN Ml III II Mill IN I 

4 4 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 103 



Qy 

Db 

Qy 
Db 

Qy 

Db 



7 2 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

IIIIIIIMIMIMIIIIIIIIIIIIIIIIIIMIIIIIIMIIIIIIIIIIIIIIMI 

104 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 163 
132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

IIIIMIIIMMIIMIIIIII lllllilll I I M MINI II l Mill 

164 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGGTTGTTAGCCTGGTATCAGCAGAAACC 2 23 
192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 51 

Ml Mill Mill MIMIMMMI I II 1 1 1 1 II I M II I M 1 1 1 1 Mill III 

2 24 AGGGAAAGCCCCTAAACTCCTGATCTATGTTGCATCCAGTTTGCAAAGTGGGGTCCCATC 2 83 



Qy 

Db 

Qy 
Db 

Qy 

Db 



2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

llllllllllll IIIIIIIIIIIIIIIIIIIIIIIIIIMIIMIIIIIMMIMIII 

2 84 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 4 3 
3 12 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

IIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIM llllllllll II II II II 

344 TG AAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCGTGG ACGTTCGGCCA 4 03 

3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II llllll MM IIMIIIIIIIIIIIIIMIMMIIIIMIM 

4 04 AGGGACCAAGGTGGAAATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 52 



RESULT 10 

AX306529 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

FEATURES 

source 



linear PAT ll-DEC-2001 



AX306529 974 bp DNA 

Sequence 29 from Patent WO0187981. 
AX306529 

AX3 0 652 9 . 1 GI : 1764 574 9 



Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

Mammalia; Eutheria; Primates; Catarrhini ; Hominidae; Homo. 

1 

Tsuji,T., Tezuka,K. and Hori,N. 

Human monoclonal antibody against a cost imulatory signal 
transduction molecule ailim and pharmaceutical use thereof 
Patent: WO 0187981-A 29 22-NOV-2001; 
Japan Tobacco Inc. (JP) 

Location/Qualifiers 

1. .974 

/organism= "Homo sapiens" 
/mol_type= "unassigned DNA" 
/db xref ="taxori: 9606" 



5 r UTR 
CDS 



, sig_peptide 
3 1 UTR 
ORIGIN 



1 . - 38 
39. .749 

/note= "unnamed protein product" 
/ codon_start=l 
/protein_id="CAD19048 . 1" 
/db_xref ="GI : 1764 57 50" 

/ translat ion= "MDMRVPAQLLGLLLLWFPGSRCDIQMTQSPSSVSASVGDRVTIT 

CRASQGISRLLAWYQQKPGKAPKLLIYVASSLQSGVPSRFSGSGSGTDFTLTISSLQP 

EDFATYYCQQANSFPWTFGQGTKVE I KRTVAAPS VF I FPPSDEQLKSGTAS WCLLNN 

FYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEV 

THQGLSS PVTKSFNRGEC " 

39. .104 

750. .974 



Query Match 88.2%; Score 370.6; DB 6;. 

Best Local Similarity 94.1%; Pred. No. 1.3e-112; 
Matches 385; Conservative 0; Mismatches 24; 



Length 974; 

Indels 0; Gaps 0; 



Qy 

Db 



12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

1 1 1 1 1 llllll IMIIIIIMI II IIIIIII1IIIIMIIIIIIIMIMIIIMI 

44 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 103 



QY 
Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 



72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

IMI IN lih MM II MM 1 1 HIM' UNI MliMIMMMI II Mill Ml ! 

104 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 163 
13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

MIIIIMII I Ml Ml MINI I III 1 1 II I I IMIMI Ml IMMIM Mill 

164 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGGTTGTTAGCCTGGTATCAGCAGAAACC 22 3 
192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 51 

III Mill Mill II MM I MUM MM MIMIMMIMIM IMMIM 

22 4 AGGGAAAGCCCCTAAACTCCTGATCTATGTTGCATCCAGTTTGCAAAGTGGGGTCCCATC 2 83 
2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

IIIIIIIMIII IIIIIMMIIIIMIIIMIMIIIIIIMIIIIMIMMIIMI 

2 84 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 34 3 



Qy 

Db 

Qy 

Db 



312 TG AAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

I II i I II 1 1 1 1 M I ' I 1 1 1 1 1 1 1 : M ! I I 1 1 1 1 II I IMMIIMI II II II II 

344 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCGTGGACGTTCGGCCA 4 03 

3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 2 0 

II llllll 1 1 1 1 IIIMIIMIIMIMIIIIIIMIIIIIIMI 

4 04 AGGGACCAAGGTGGAAATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 52 



RESULT 11 

BD131246 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 



BD131246 974 bp DNA linear PAT 18-SEP-2002 

Human monoclonal antibody against const imulat ion transducer 
molecule AILIM and medicinal utilization thereof. 
BD131246 

BD13124 6 .1 GI : 23226191 
JP 2002034581-A/28 . 
Homo sapiens (human) 



ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

COMMENT 



Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleos tomi ; 
Eutheria; Primates; Catarrhini; Hominidae; Homo. 



1 to 974) 

Tezuka,K. and Hori,N. 



Mammal ia ; 
1 (bases 
Tsuj i , T. 

Human monoclonal antibody against constimulation transducer 

molecule AILIM and medicinal utilization thereof 

Patent: JP 2002034581-A 28 05 ~ FEB-2 002 ; 

JAPAN TOBACCO INC 

OS Homo sapiens (human) 

PN JP 2002034581-A/28 

PD 05-FEB-2002 

PF 30-MAR-2001 JP 2001099508 

PI TAKASHI TSUJI , KATSUNARI TEZUKA, NOBUAKI HORI 

PC C12N15/09, A61K3 1/7088 , A61K3 8/0 0, A6 1K3 9/3 95, A6 1K3 9/3 95, A61K4 5/ 
PC 00, A61P37/08, 

PC A61P43/00, A61P4 3/00, C07K16/2 8 , C07K16/46 , C07K19/00 , C12N5/ 10 , PC 
C12N15/02, 

PC 

C12P21/08,G01N3 3/15,G01N33/50,G01N3 3/53 / G01N3 3/566 / G01N3 3/57 7// PC 

(C12P21/08,C12R1:91) , C12N15/00 , A61K37/02 , C12N5/00 , C12N15/00 CC 
Human monoclonal antibody against constimulation transducer CC 
molecule AILIM 



CC 


and medicinal 


utilization thereof 


FH 


Key 


Location/ Qualifiers 


FT 


5 *UTR 


(1) - - (38) 


FT 


CDS 


(39). .(749) 


FT 


3 'UTR 


(750) . . (974) 


FT 


sig_peptide 


(39) . . (104).. 



FEATURES 

source 



ORIGIN 



Location/ Qualifiers 
1. .974 

/organism^ "Homo sapiens" 
/mol_type=" genomic DNA" 
/db xref = " taxon : 9606" 



Query Match 8 8.2%; Score 3 70.6; DB 6 

Best Local Similarity 94.1%; Pred. No. 1.3e-112 
Matches 3 85; Conservative 0; Mismatches 24 



Length 974; 

Indels 0; Gaps 0; 



Qy 



Db 



1 2 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

Mill MINI IIIIIIIMII II IIIIMIIIIIIIIIMIIIIIIIIIIIMM 

4 4 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 10 3 



Qy 

Db 

Qy 

Db 

Qy 

Db 



72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

MIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIMIIIIMIMIIIIMIIII 

104 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 163 
13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

IIIIMIIIIIIIIIIIIIIMI IIIIIIIM I M t 1 1 1 1 E 1 1 M 1 1 1 1 1 1 II Ml 

164 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGGTTGTTAGCCTGGTATCAGCAGAAACC 22 3 
192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

Ml Mill Mill lllllllllllll MIMMMIMIIMIMM 

22 4 AGGGAAAGCCCCTAAACTCCTGATCTATGTTGCATCCAGTTTGCAAAGTGGGGTCCCATC 2 83 



Qy 



2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 



Db 



2 84 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 34 3 



Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 371 

. IIIIMIIIIIIIIIIIIIIIIMIMIIIIIIMI llllllllll II II II II 

Db 3 4 4 TGAAGATTTTGCAACTTACTATTGTC AAC AGGCTAACAGTTTCCCGTGGACGTTCGGCC A 4 03 

Qy 3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II M'l I II I lllllllllllllllllllllllllllllllll 

Db 4 04 AGGGACCAAGGTGGAAATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 52 



RESULT 12 
S59162 

LOCUS S59162 433 bp mRNA linear PRI 26-JUN-2000 

DEFINITION Ig V kappa =anti - single/double - stranded DNA antibody NE-13 light 

chain variable region [human, B-cells, mRNA Partial, 433 nt] . 
ACCESSION S59162 
VERSION S59162.1 GI:299955 

KEYWORDS 

SOURCE Homo sapiens (human) 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 433) 

AUTHORS Hirabayashi , Y . , Munakata,Y., Takai,0., Shibata,S., Sasaki ,T. and 
Sano,H. 

TITLE Human B-cell clones expressing lupus nephritis -associated anti-DNA 

idiotypes are preferentially expanded without somatic mutation 
JOURNAL Scand. J . Immunol. 37 (5), 533-540 (1993) 
MEDLINE 93248539 
PUBMED 8387226 ' 

REMARK GenBank staff at the National Library of Medicine created this 
entry [NCBI gibbsq 130630] from the original journal article. 
This sequence comes from Fig. 6. 
FEATURES Location/Qualifiers 
source 1. .433 

/organism="Homo sapiens" 
/mol_type= "mRNA" 
/db_xref ="taxon: 9606" 
/cell_type="B cells" 
gene 1. .>433 

/gene="Ig Vkappa" 
CDS 1. .>43 3 

/gene=" Ig Vkappa" 

/note= "mismatches (74 [Y->T] , 122 [N->D] ) ; conceptual 
translation presented here differs from translation in 
publ ication" 
/codon__start = l 

/product="anti~single/double-stranded DNA antibody NE-13 
light chain variable region" 
/protein_id="AAB26430 .2" 
/db_xref ="GI : 8176528" 

/translation^ "MDMGVLVQLLGLLLLWFPGSRCDIQMTQSPSSVSASVGDRVTIT 
CRASQGISSWLAWYQQKPGKAPKLLIYAASSLQSGVPSRFSGSGSGTDFTLTISSLQP 
EDFATYYCQQANS FPYPFGGGTKVEI KRTVAAPS VF I FPPSD " 

ORIGIN 



Query Match 87.9%; 
Best Local Similarity 93.9%; 
Matches 384; Conservative 



Score 36 9; DB 9; Length 43 3 ; 
Preci. No. 4.4e-112; 
0; Mismatches 25; Indels 0; 



Gaps 



0 ; 



Qy 

Db 



1 2 CATGATGGTCCCAGCTC AGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

I 1 1 1 1 1 1 1 II MINI II II IIIIIMIMIMIMIIIIIIIIIMIIMI 

6 C ATGGGAGTCCTAGTTCAGCTTCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 6 5 



Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 

Db 



72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 13 1 

MIIIIIIIIIIIIIIIIIIIIMIIIIIIMMIIIIMIIIIIIIIIIIIIIMIIII 

6 6 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 

132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

I III I MM Ml IN MM IN II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 Mill 

12 6 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 185 

192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

Ml Mill 1 1 1 1 1 ! 1 1 1 1 1 1 i E 1 1 E MIMMMMMIMMIMM I M M II I 

186 AGGGAAAGCCCCTAAGCTCCTGATCTACGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 5 

2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

I I M I i 1 1 1 1 M 1 1 1 1 1 1 1 I M 1 1 1 1 1 1 1 E f 1 1 E I ! i 1 1 1 1 1 I f 1 1 1 M 1 1 1 1 1 1 1 1 1 1 

246 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 05 

312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 371 

I I I I E 1 1 1 E 1 1 1 1 1 1 i 1 1 I E 1 1 i E 1 1 f 1 1 1 1 1 1 1 1 1 II Mill I III MM II 

3 0 6 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCTTACCCTTTCGGCGG 3 65 
3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

I 1 1 I II I I 1 1 I I M 1 1 1 1 II II M 1 1 II 1 1 II II 1 1 II I II I II I 

3 66 AGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 414 



RESULT 13 

AR161375 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



AR161375 

Sequence 358 from patent 
AR161375 

AR1613 75 .1 GI : 1622723 5 



388 bp DNA 
US 6255458. 



linear PAT 17-OCT-2001 



Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 388) 

Lonberg,N. and Kay , R . M . 

High affinity human antibodies and human antibodies against digoxin 
Patent: US 6255458-A 358 03-JUL-2001; 

Location/Qualif iers 

1. .388 

/ org ani sm= " unknown " 
/mol_type= "unassigned DNA" 



Query Match 87.8%; Score 3 6 8.6; DB 6 

Best Local Similarity 97.7%; Pred. No. 5.9e-112 
Matches 374; Conservative 0; Mismatches 9 



Length 388; 

Indels 0; Gaps 0; 



Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 



1 2 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

IIIIMIIIIII llllllllll! II IIIIIMIIIIMIIIIMMIMIIIMIII 

6 CATGATGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 6 5 
7 2 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

IIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIMIMIIIIIIIIIII 

6 6 CG AC ATCCAGATGACCCAGTCTCC ATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 

13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

.MMMIIIIIIIIIMMIIIIIIIIIIIIMMIIIIIIIIIIIIIMIIIIMIMI 
12 6 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 185 

192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

1 1 I Mill M 1 1 1 Ml I II I II 1 1 1 1 1 1 1 1- 1 1 1 1 M 1 1 1 1 1 II I 1 1 1 1 1 hu Ml 

18 6 AGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 5 

2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

II II II I II I I I I M II I II I I I I I I I I I I II I M I II I I II I I I I I I I I I I M M I I I 

24 6 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 0 5 

312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

IIIIMIIIIIIIIIIIIIIIMIIMIIIIIIMIMIIIIIIIIIMIIIIIIII II 

3 06 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGCCA 3 65 

■ 37 2 GGGAACCAAGCTGGAGATCAAAC 3 94 

III MIMIIIIIIIIIIIIII 

3 66 GGGGACCAAGCTGGAGATCAAAC 3 88 



RESULT 14 

AR3699.68 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



AR369968 

Sequence 2 06 from patent 
AR369968 

AR3 6 9968. 1 GI : 346064 0 8 



388 bp DNA 
US 6300129. 



linear 



PAT 12-SEP-2003 



Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 388) 

Lonberg,N. and Kay , R . M . 

Transgenic non-human animals for producing heterologous antibodies 
Patent: US 6300129-A 206 09-OCT-2001; 

Location/Qualif iers 

1. .388 

/ organi sm= "unknown" 
/mol_type= "genomic DNA" 



Query Match 87.8%; 
Best Local Similarity 97.7%; 
Matches 374; Conservative 



Score 368.6; DB 6; 
Pred. No. 5.9e-112; 
0; Mismatches 9; 



Length 3 88; 
Indels 0; 



Gaps 



Qy 

Db 



12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

IIIIMIIIIII IIIMIIIIII II II Ml Mill II II MM IMIIIM I MM 

6 CATGATGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 65 



Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 



7 2 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

MMMMMMMMMMMMMMMMMMIMMMMMIMMIMIMM 

6 6 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 125 
13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

MIIIIMIIMIIIIIIIIIMIMIIIIIIIIIMIIIIMIIIIMMIIIIMM! 

12 6 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 18 5 
192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

Ml Mill MMMMMIMMMMMMMMMMIMMIMM IMIIMI 

18 6 AGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 5 

2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

Ml M M MMMIMMMIMMMMMMMMMMMIMMMMM 

24 6 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 0 5 
312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

MIIMIIMIIIIIIIIIIMIIIMIMMIIIIIIIMIIIIIIIIIMMIII II 

3 0 6 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGCCA 3 65 
3 72 GGGAACCAAGCTGGAGATCAAAC 3 94 

Ml MIIIIIMIIMIIIIII 

3 66 GGGGACCAAGCTGGAGATCAAAC 388 



RESULT 15 

BD096602 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

COMMENT 



BD096602 388 bp DNA linear PAT 27-AUG-2002 

Transgenic non-human animals capable of producing heterologous 
antibodies . 
BD096602 

BD096602.1 GI:22642190 

JP 2001527386-A/129 . 

unidentified 

unidentified 

unclassified . 

1 (bases 1 to 388) 

Lonberg,N. and Kay,R.M. 

Transgenic non-human animals capable of producing heterologous 
antibodies 

Patent: JP 2001527386-A 129 25-DEC-2001; 

GENPHARM INTERNATIONAL 

OS Unidentified 

PN JP 2001527386-A/129 

PD 25-DEC-2001 

PF 01-DEC-1997 JP 1998525687 
PR 02-DEC-1996 US 08/758417 
PI' NILS LONBERG , ROBERT M KAY 

PC C12N5/00 , C12N5/28 , C12N5/24 , C12N5/ 10 , C07K16/00 , A61K39/00 CC 
Strandedness : Single; 
CC Topology: Linear ; 

CC Transgenic non-human animals capable of 
producing heterologous 
CC antibodies 

FH Key Location/Qualifiers 
FT source 1. .3 88 



FT /organism^ ' Unidenti f ied ' . 

FEATURES Location/Qualifiers 
source 1 . . 3 88 

/organism^ "unidentified" 
/mol_type= "genomic DNA" 
/ dbxr e f = " t axon : 3 2 6 4 4 " 

ORIGIN 

Query Match 87.8%; Score 368.6; DB 6; Length 388; 

Best Local Similarity 97.7%; Pred. No". 5.9e-112; 

Matches 374; Conservative 0; Mismatches 9; Indels 0; Gaps 0; 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

1 1 1 1 1 1 1 1 E 1 1 1 IIMIMIMI I! IIIIIIIIIIIIIIIIIMIIIIIIIIIIIII 

Db 6 CATGATGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 65 

Qy 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

IIIMIIIIMIIIIMMIMIIIIIIIIIIIIIIIJIMIIIMIIIIIIIIIIMII 

Db 66 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 

Qy 132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

1 1 1 1 1 1 1 1 1 1 ( 1 1 1 1 ( 1 1 1 1 1 1 1 1 1 1 » f 1 1 1 1 i 1 1 1 f 1 1 f 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 E 

Db 126 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 185 

Qy 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

III Mill IIMIIIMIMIIIIIIIIIIMMIIIIIIIIMIIIII MINIM 

Db 186 AGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 245 

Qy 2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

. II MUM Ml I 1 1 1 1 1 1 1 r 1 1 f I 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 f I E 1 1 1 i 1 1 

Db 24 6 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 05 

Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

MMMMMMMMMMMMIMMMMMMMMMMMMMIIMM II 

Db 3 06 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGCCA 3 65 

Qy 3 72 GGGAACCAAGCTGGAGATCAAAC 3 94 

III MMMMMMMIMM 
Db 3 66 GGGGACCAAGCTGGAGATCAAAC 3 88 



Search completed: December 2, 2004, 17:01:20 
Job time : 2247.9 sees 

GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 



OM "nucleic - nucleic search, using sw model 

Run on: December 2, 2004, 12:19:02 ; Search time 325.197 Seconds 

(without alignments) 
6779.752 Million cell updates/sec 



Title : 

Perfect score : 
Sequence : 



US-08-72 8-463B-22 0 
420 

1 AAGCTTGCCACCATGATGGT 



TGGCTGCACCATCTGTCTTC 42 0 



Scoring table: IDENTITY_MUC 

Gapop 10.0 , Gapext 1.0 

Searched: 4134886 seqs, 2624710521 residues 

Total number of hits satisfying chosen parameters: 8269772 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing : Minimum Match 0% 

Maximum Match 10 0% 
Listing first 45 summaries 

Database : M_Geneseq_23Sep04 : * 

1: geneseqn!980s : * 

2 : geneseqnl990s : * 

3: geneseqn2 000s : * 

4: geneseqn2001as : * 

5: geneseqn2 OOlbs : * 

6: geneseqn2002as : * 

7 : geneseqn2002bs : * 

8: geneseqn2003as : * 

9: geneseqn2003bs : * 
10: geneseqn2003cs : * 
11: geneseqn2 003ds : * 
12: geneseqn2004s : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 



No. 


Score 


Match 


Length 


DB 


ID 


Description 


1 


420 


100 


0 


420 


2 


AAT73445 


Aat73 44 5 Human imm 


2 


420 


100 


0 


420 


2 


AAV3 92 93 


Aav3 92 93 Synthet ic 


3 


420 


100 


0 


420 


2 


AAZ22047 


Aaz22047 Nucleotid 


4 


420 


100 


0 


3819 


2 


AAT78825 


Aat78825 Kappa lig 


5 


420 


100 


0 


3819 


2 


AAV39266 


Aav39266 Plasmid p 


6 


420 


100 


0 


3819 


2 


AAZ22020 


Aaz22020 Nucleotid 


7 


370 .6 


88 


2 


974 


6 


AAS99473 


Aas99473 Anti-huma 


8 


368.6 


87 


8 


388 


2 


AAT73441 


Aat7 3441 Human imm 


9 


368 .6 


87 


8 


388 


2 


AAV3 92 3 9 


Aav3 92 3 9 Functiona 


10 


368 . 6 


87 


8 


388 


2 


AAZ21993 


Aaz21993 Partial n 


11 


365 . 8 


87 


1 


728 


8 


ABT31882 


Abt31882 Anti-CD40 


12 


365 .6 


87 


0 


711 


11 


ADM47072 


Adm4 7072 Mouse ant 


13 


361.6 


86 


1 


705 


10 


ADE28412 


Ade2 8412 Human ant 


14 


361 .6 


86 


1 


705 


10 


ADE28428 


Ade2 84 2 8 Human ant 


15 


357 . 8 


85 


2 


439 


2 


AAT73443 


Aat73 44 3 Human imm 


16 


356 .2 


84 


8 


439 


2 


AAZ21995 


Aaz21995 Partial n 


17 


352 . 8 


84 


0 


409 


2 


AAV39241 


Aav3 9241 Functiona 


18 


346 . 8 


82 


6 


401 


12 


ADH56388 


Adh56388 Variable 


19 


346 .4 


82 


5 


463 


8 


AAD56221 


Aad5 62 21 Human AB- 



2 0 


34 6 . 


4 


82 


. 5 


6082 


8 


AAD562 12 


Aad56212 Human AB- 


2 1 


340 . 


2 


81 


. 0 


711 


12 


ADM32 966 


Adm32966 Nucleotid 


22 


338 . 


6 


80 


. 6 


1106 


6 


ABQ5424 1 


Abq54241 Human ova 


23 


338 . 


4 


80 


. 6 


463 


8 


AAD562 19 


Aad5 6219 Human AB- 


24 


338 . 


4 


80 


. 6 


6082 


8 


AAD56211 


Aad5 6211 Human AB- 


25 


33 


17 


80 


. 2 


438 


4 


AAH41157 


Aah4115 7 Human cod 


26 


335 . 


2 


79 


. 8 


729 


3 


AAA11630 


Aaall6 3 0 Human imm 


2 7 


33 5. 


2 


79 


. 8 


72 9 


6 


ABL4 60 0 9 


Abl46009 Hnmani 

-rLU _L " \J \J KJ -J -L _L LX I LI CX XX JL O v_Z- l_X 


28 


333 - 


8 


79 . 


. 5 


981 


12 


ADP07904 


Adp0 7 904 Human imm 


2 9 


332 . 


2 


79 . 


. l 


714 


3 


AAA46 8 99 


A^a4fiR99 DMA f=*nr*r>rJ 

rtaui u 0 ~s L/ivn t3 1 1 ^ K.x 


3 0 


332 . 


2 


79 . 


. l 


714 


10 


AAD54350 


AadS4350 Human 11 


3 1 


330 . 


6 


78 . 


. 7 


490 


9 


ACH50647 


Ach5 064 7 Human mam 


32 


33 0 . 


g 


78 . 


. 7 


1066 


2 


AA04 994 3 


J\ ^ n A Q Q4 "2 Human arh 


33 


32 


19 


78 . 


. 3 


817 


3 


AAA2 73 8 9 


Aaa27389 Human THF 


34 


326 . 


6 


77 . 


. 8 


591 


6 


AB056277 


AhirrR 9 7 7 Human nva 
rtjj\jjDo / / nuiiid.ii u v a 


35 


325 . 


8 


77 . 


. 6 


871 


8 


ACC4 653 2 


Arr^ fi S 3 2 Human H "i 1~ 


36 


325 . 


8 


77 . 


. 6 


944 


4 


AAF4 4 8 92 


Aaf44 8 92 Human bre 


37 


325 . 


8 


77 . 


. 6 


1903 5 


2 


AAV617 94 


/-ict v □ l / ji i L ciy c L Ir 


3 8 


324 . 


2 


77 . 


, 2 


698 


8 


ABT31880 


Aht31flR0 Anti-fT)4n 

rLU l > JL (J (_> \J ill 1 L- _L V^iV^ \-J 


J .7 




9 


7 7 




JOT 


9 


■f-vrt. 1 *± D X J J 


A.dL4oi j j nunOClOIld 


40 


323 . 


2 


77 . 


. 0 


384 


2 


AAT85844 


Aat85844 Monoclona 


41 


323 . 


2 


77 . 


. 0 


384 


10 


AAL56203 


Aal562 03 Human C4 0 


42 


323 . 


2 


77 , 


. 0 


384 


12 


ADQ20176 


Adq2 0176 Human sof 


43 


322 . 


6 


76 . 


. 8 


1526 


12 


ADN97514 


Adn97514 Artificia 


44 


322 . 


4 


76 . 


8 


463 


8 


AAD56217 


Aad5 6217 Human AB- 


45 


322 . 


4 


76 . 


. 8 


6082 


8 


AAD56210 


Aad5 6210 Human AB- 



ALIGNMENTS 



RESULT 1 
AAT73445 

ID AAT73445 standard; DNA; 420 BP. 
XX 

AC AAT7344 5; 

XX 

DT 03-DEC-1997 (first entry) 
XX 

DE Human immunoglobulin light chain variable region partial transcript. 
XX 

KW Ig; affinity constant; human; antigen; hybridoma; B cell; transgene; 
KW transgenic; mouse; CD4 ; antibody; autoimmune; inflammatory ; 
KW transplant rejection; ss. 
XX 

OS Homo sapiens. 
XX 

PN W09713852-A1 . 
XX 

PD 17-APR-1997. 
XX 

PF 10-OCT-1996; 96WO-US0 164 3 3 . 
XX 

PR 10-OCT-1995; 95US - 005444 04 . 
XX 

PA (GENP-) GENPHARM INT INC. 
XX 



PI Lonberg N, Kay RM; 
XX 

DR WPI; 1997-235888/21. 
XX 

PT Novel anti-CD4 antibody produced by transgenic mice - used in the 

PT treatment of auto- immune disease etc. 

XX 

PS Claim 45; Page 272-273; 396pp ; English. 
XX 

CC A novel composition has been developed which comprises an immunoglobulin 

CC (Ig) having an affinity constant (Ka) of at least 2 multiply 1000000000 M 

CC -1 for binding to a predetermined human antigen. The present sequence 

CC represents a human light chain variable region partial nucleotide 

CC sequence, LC6G5 , which encodes an amino acid sequence from a claimed 

CC immunoglobulin that specifically binds human CD4 . The anti-CD4 antibodies 

CC may be used in therapeutic and diagnostic applications, especially for 

CC the treatment of human diseases. These antibodies reduce activity of CD4 

CC cells and reduce undesirable autoimmune reactions, inflammatory response 

CC and transplant rejection. Transgenic animals are capable of producing 

CC heterologous antibodies of multiple isotypes by undergoing isotype 

CC switching. These animals produce a first Ig type that is necessary for 

CC antigen-stimulated B-cell maturation and can switch to encode and produce 

CC one or more subsequent heterologous isotypes 

XX 

SQ Sequence 420 BP; 98 A; 116 C; 98 G; 108 T; 0 U; 0 Other; 

Query Match 100.0%; Score 420; DB 2; Length 420; 

Best Local Similarity 100.0%; Pred. No. 6.4e-122; 

Matches 420; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 6 0 

I I i 1 1 f 1 1 1 1 1 1 1 1 ! I 1 1 1 1 f 1 1 1 1 1 !! 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 r I ! 1 1 1 1 1 [ 1 1 1 1 1 1 1 

Db 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 60 

Qy 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 

MIIIIIMMIIMIIIIIIIMIIIIIIIIIIIIMIIIIIIIIMIMIIIMIIII 

Db 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 

Qy 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 18 0 

MIIIIMIIIIIIIIIIMIIMMIIIIIiMIIIIIIMMIMIIIIMIIIIMI 

Db 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 18 0 

Qy 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

I I I I 1 1 1 1 1 M 1 1 1 1 1! 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 M I 1 1 1 1 II I 

Db 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

Qy 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 00 

1 1 1 1 II I II 1 1 1 II 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 00 

Qy 3 01 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 60 

MM MM I MIIIMIMIII MIMMi il MIIIIIIIIIIM Mm I MINI 

Db 3 01. AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 60 

Qy 3 61 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 3 61 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 



RESULT 2 
AAV3 92 93 

ID AAV39293 standard; DNA; 420 BP. 
XX 

AC AAV3 92 93; 
XX 

DT 18-DEC-1998 (first entry) 
XX 

DE Synthetic kappa light chain sequence LC6G5 . 
XX 

KW Transgenic animal; human heterologous antibody; transgene; 

KW isotype switching; neutrophil efflux; reperfusion injury; CD4 binding; 

KW autoimmune reaction; inflammatory response; transplant rejection ,- 

KW acid induced lung injury; acute adult respiratory distress syndrome; 

KW ARDS ; vasculitis; septic shock; allergic reaction; asthma; 

KW cystic fibrosis; ss . 

XX 

OS Synthetic. 

OS Homo sapiens. 
XX 

PN W09824884-A1 . 
XX 

PD ll-JUN-1998. 
XX 

PF 01-DEC-1997; 97WO-US02 1803 . 
XX 

PR 02-DEC-1996; 96US-00758417 . 
XX 

PA (GENP-) GENPHARM INT. 
XX 

PI Lonberg N, Kay RM; 
XX 

DR WPI; 1998-333306/29. 
XX 

PT Hybridoma producing antibody specific for interleukin- 8 - used to prevent 

PT efflux of neutrophils from vasculature, and treat reperfusion injury. 
XX 

PS Example 42; Page 324-325; 452pp; English. 
XX 

CC The present sequence represents a synthetic kappa light sequence (created 

CC using oligonucleotides AAV39267-78) . This synthetic sequence differs from 

CC natural sequences in that strings of repeated oligonucleotides are 

CC interrupted (to facilitate oligonucleotide synthesis and PCR 

CC amplification) , optimal translation initiation sites are incorporated and 

1 CC Hindu sites were engineered upstream of the translation initiation 

CC sites. The sequence is used to make plasmid pHC6G5 , which is used in the 

CC construction of minigenes for expression of IgGkappa anti-CD4 antibodies, 

CC in the transgenic mouse of the invention. The specification describes 

CC transgenic non-human animals, especially a mouse, which are capable of 

CC producing a human heterologous antibodies of multiple isotypes by 

CC undergoing isotype switching. The transgenic animals have human heavy and 

CC light chain transgenes . The transgenes are capable of functionally 

CC rearranging a heterologous diversity -(D) gene in a variable-diversity- 

CC junction (V-D-J) recombination. The transgenes include a heavy chain 

CC transgene comprising at least one V, D and J gene segment, and one 



constant region gene segment. The immunoglobulin (Ig) light chain 
transgene comprises at least one V and J gene segment and one constant 
region gene segment . The gene segments are heterologous to the transgenic 
animal. The antibody can be used to prevent efflux of neutrophils from 
vasculature. It can also be used to treat reperfusion injury. CD4 binding 
antibodies are used to reduce undesirable autoimmune reactions, 
inflammatory responses and rejection of transplanted organs. The anti-IL- 
8 antibodies can reduce tissue damage and prolong survival in animal 
models of acute adult respiratory distress syndrome (ARDS) and acid 
induced lung injury. The anti-IL-8 antibodies can also be used for the 
treatment of vasculitis, septic shock, allergic reactions (e.g. asthma) 
and cystic fibrosis 

Sequence 420 BP; 98 A; 116 C; 98 G; 108 T; 0 U; 0 Other; 

Query Match 100.0%; Score 420; DB 2; Length 420; 

Best Local Similarity 100.0%; Pred . No. 6.4e-122; 

Matches 420; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 6 0 

IMIIIIIIIIMIIIIIIIMMIMIIIIIIIIIIIIIIIIIIIillMIIMlim 

Db 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 60 

Qy 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 

M iM II MM Mill MMMMIMM I MMMII MMMI MMM MIM Ml 

Db 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 

Qy 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 18 0 

1 1 1 1 1 1 { 1 1 f 11 1 1 1 1 1 1 1 ! 1 1 1 M 1 1 1 ! 1 1 M It M 1 1 1 1 1 1 1 II I i I M M 1 1 M 1 1 1 

Db 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 180 

Qy 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

Ml I MMMMIMM I IIIIIIIMM IMIIMI MMM MMMII II Ml Ml 

Db 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

Qy 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 00 

I IMIIIIII MMMII IMMMMI I Mill III DIM MMM II IMMI 1 1 

Db 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 00 

Qy 3 01 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 60 

1 1 1 1 III M MMMII MM MMMII MM IIIMM MMI IMMM MMM I 

Db 3 01 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 60 

Qy 3 61 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

MIMIMIIIIIIIIIIIIIIIIIIIIMIIIIMIIIIIIMMIIMIIIIIIIIII 

Db 3 61 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 



RESULT 3 
AAZ22047 

ID AAZ22047 standard; DNA; 420 BP. 
XX 

AC AAZ2 2 04 7; 
XX 

DT 24-N0V-1999 (first entry) 
XX 

DE Nucleotide sequence of LC6G5 . 



XX 

KW Transgenic animal; heterologous antibody; hybridoma; B cell; 

KW transgenic mouse; human heavy chain transgene; digoxin; 

KW human light chain transgene; immortalized cell; immunoglobulin ; 

KW Shinga-like toxin; autoimmune disease; cancer; infectious disease; 

KW transplant rejection; blood disorder; coagulation disorder; ss. 

XX 

OS Synthetic. 
XX 

PN W09945962-A1 . 
XX 

PD 16-SEP-1999. 
XX 

PF 12-MAR-1999; 99WO-US005535 . 
XX 

PR 13-MAR-1998; 98US-00042353 . 
XX 

PA (GENP-) GENPHARM INT INC. 

XX 

PI Lonberg N f Fishwild DM, Ball WJ; 
XX 

DR WPI; 1999-551219/46. 
XX 

PT Novel transgenic non-human animals used to produce heterologous 

PT antibodies. 

XX 

PS Example 42; Page 325-326; 4 84pp; English. 
XX 

CC The specification describes transgenic animals that are capable of 

CC producing a heterologous antibody. The antibodies are isolated form a 

CC hybridoma, comprising B cells, that is obtained from a transgenic mouse 

CC having a genome comprising a human heavy chain transgene and a human 

CC light chain transgene. The B cells are fused to immortalized cells 

CC suitable for generating a hybridoma, which produces a detectable amount 

CC of an immunoglobulin that specifically binds digoxin or Shinga-like 

CC toxin. B cells from transgenic animals can be used to generate hybridomas 

CC expressing monoclonal high affinity human sequence antibodies. Antibodies 

CC produced from the transgenic animals of the invention can be used to 

CC treat human diseases, e.g. autoimmune diseases, cancer, infectious 

CC disease, transplant rejection, blood disorders such as coagulation 

CC disorders and other diseases. The present sequence is used in the course 

CC of the invention 

XX 

SQ Sequence 420 BP; 98 A; 116 C; 98 G; 108 T; 0 U; 0 Other; 

Query Match 100.0%; Score 420; DB 2; Length 420; 
Best Local Similarity 100.0%; Pred. No. 6.4e-122; 

Matches 420; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 60 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M I II 

Db 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 60 

Qy 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 

IIIIIIIMIIIIIIIIIIIIIIMIIIIMMIMIIIIIIIIMIIIIIIIIIMMI 

Db 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 



Qy 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 18 0 

I I I II 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 I II 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II I 1 1 1 1 M 1 1 1 1 1 I 

Db 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 180 

Qy 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

IMIIIIIIIMIIIIIMIIIIIIIIIIMIIIIIIIMMIMMIIIIMMMIII 

Db 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

Qy 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 30 0 

IIIMMIMIIIIIMIIIIIIIIIIIIIMIIIIIIIMIIIMMMIIIIIIMM 

Db 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 00 

Qy 3 01 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 60 

MIMIIIIIIMMIMIMIIMIIIIMIIIIIIIMIIIIMIMIMIMIIIII 

Db 3 01 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 36 0 

Qy 361 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

IIIIIIIIIIIMIIMIMIIMIIIIIMIMIIIIIMIIIMIMIIIIIIIIIII 

Db 361 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 



RESULT 4 
AAT78825 

ID AAT78825 standard; DNA; 3819 BP. 
XX 

AC AAT78325; 
XX 

DT 23-JAN-1998 (first entry) 
XX 

DE Kappa light chain plasmid pLC6G5 . 
XX 

KW Ig; affinity constant; human; antigen; hybridoma; B cell; transgene; 

KW transgenic; mouse; CD4 ; antibody; autoimmune; inflammatory ; 

KW transplant rejection; immunoglobulin; ss. 
XX 

OS Synthetic. 

OS Homo sapiens. 
XX 

PN W09713852-A1. 

XX 

PD 17-APR-1997. 
XX 

PF 10-OCT-1996; 96WO-US0164 33 . 
XX 

PR 10-OCT-1995; 95US - 005444 04 . 
XX 

PA (GENP-) GENPHARM INT INC . 
XX 

PI Lonberg N, Kay RM; 
XX 

DR WPI; 1997-235888/21. 
XX 

PT Novel anti-CD4 antibody produced by transgenic mice - used in the 

PT treatment of auto-immune disease etc. 

XX 

PS Example 42; Page 266-268; 396pp; English. 

XX 



CC A novel composition has been developed which comprises an immunoglobulin 

CC (Ig) having an affinity constant (Ka) of at least 2 multiply 1000000000 M 

CC -1 for binding to a predetermined human antigen. The present sequence 

CC represents the kappa light chain plasmid pLC6G5 which includes the kappa 

CC constant region and polyadenylation site. Anti- CD4 antibodies may be 

CC used in therapeutic and diagnostic applications, especially for the 

CC treatment of human diseases. These antibodies reduce activity of CD4 

CC cells and reduce undesirable autoimmune reactions, inflammatory response 

CC and transplant rejection. Transgenic animals are capable of producing 

CC heterologous antibodies of multiple isotypes by undergoing isotype 

CC switching. These animals produce a first Ig type that is necessary for 

CC antigen-stimulated B-cell maturation and can switch to encode and produce 

CC one or more subsequent heterologous isotypes 

XX 

SQ Sequence 3819 BP; 947 A; 1015 C; 912 G; 945 T; 0 U; 0 Other; 



Query Match 10 0.0%; Score 420; DB 2; Length 3 819; 

Best Local Similarity 100.0%; Pred. No. 1.5e-121; 

Matches 42 0; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 60 

I I I! I I I I I II I I I I I I I I I I I I I I I I I I I I I II I I I I I I I II I I I I I I I M I I I I I I I I 
Db 24 34 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 24 93 

Qy 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 

MIMMIIIIMIIIIIIIIIMMIIIIMIIIIIMMIIIIIMIIIIIMIMII 

Db 24 94 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 2 553 



Qy 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 18 0 

IIIIIIIIIMIIIIIMIIMIIIIIIIIIIMIIMIIIIIIIIIIIIMIIIIIIII 

Db 2554 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 2 613 

Qy 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 . 

MIMIIMIIIIIIIIIIIIIIIIMIMIIIMIIIIIIIIIMMIMMIIMIII 

Db 2 614 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 2 673 



Qy 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 300 

I I I I I I I I I I II I I I I I M II I I I I I II I I I I I I I I I I II I I I I I I I I I I I I II I I II II 
Db 2 674 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 273 3 



Qy 3 01 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 360 

IIIIIIIMIIIIMIIIIIIIIIIIIIIMIIIIIIIIIIIIIMIIMIIIIIIIIII 

Db 2 73 4 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 2 7 93 



Qy 3 61 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

IMIIIIIMIIIIIIIIMIIIIIMIIIIIIIIIIIIIIIMIIIMIIIIIIIIMI 

Db 2 7 94 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 2 853 



RESULT 5 
AAV39266 

ID AAV3 92 66 standard; DNA; 3 819 BP. 
XX 

AC AAV3 9266; 
XX 

DT 18-DEC-1998 (first entry) 
XX 



DE Plasmid pLC6G5 nucleotide sequence. 
XX 

KW Transgenic animal; human heterologous antibody; transgene; 

KW isotype switching; neutrophil efflux; reperfusion injury; CD4 binding; 

KW autoimmune reaction; inflammatory response; transplant rejection ; 

KW acid induced lung injury; acute adult respiratory distress syndrome; 

- KW ARDS ; vasculitis; septic shock; allergic reaction; asthma; 

KW cystic fibrosis; ss. 
XX 

OS Synthetic. 

OS Homo sapiens . 
XX 

PN W09824884-A1 . 
XX 

PD ll-JUN-1998. 

XX 

PF 01-DEC-1997; 97WO-US02 1803 . 
XX 

PR 02-DEC-1996; 96US- 007584 17 . 
XX 

PA (GENP-) GENPHARM INT. 
XX 

PI Lonberg N, Kay RM; 
XX 

DR WPI; 1998-333306/29. 
XX 

PT Hybridoma producing antibody specific for interleukin- 3 - used to prevent 

PT efflux of neutrophils from vasculature, and treat reperfusion injury. 
XX 

PS Example 42; Page 317-319; 452pp; English. 
XX 

CC The present sequence represents a plasmid, pLC6G5, which contains a 

CC synthetic kappa light chain sequence (created using oligonucleotide 

CC AAV39244-65) . This synthetic sequence differs from natural sequences in 

CC that strings of repeated oligonucleotides are interrupted (to facilitate 

CC oligonucleotide synthesis and PCR amplification) , optimal translation 

CC initiation sites are incorporated and Hindu sites were engineered 

CC upstream of the translation initiation sites. The plasmid is used in the 

CC construction of minigenes for expression of IgGkappa anti-CD4 antibodies, 

CC in the transgenic mouse of the invention. The specification describes 

CC transgenic non-human animals, especially a mouse, which are capable of 

CC producing a human heterologous antibodies of multiple isotypes by 

CC undergoing isotype switching. The transgenic animals have human heavy and 

CC light chain transgenes . The transgenes are capable of functionally 

CC rearranging a heterologous diversity (D) gene in a variable-diversity- 

CC junction (V-D-J) recombination. The transgenes include a heavy chain 

CC transgene comprising at least one V, D and J gene segment, and one 

CC constant region gene segment. The immunoglobulin (Ig) light chain 

CC transgene comprises at least one V and J gene segment and one constant 

CC region gene segment. The gene segments are heterologous to the transgenic * 

CC animal. The antibody can be used to prevent efflux of neutrophils from 

CC vasculature. It can also be used to treat reperfusion injury. CD 4 binding 

CC antibodies are used to reduce undesirable autoimmune reactions, 

CC inflammatory responses and rejection of transplanted organs. The anti-IL- 

CC 8 antibodies can reduce tissue damage and prolong survival in animal 

CC models of acute adult respiratory distress syndrome (ARDS) and acid 

CC induced lung injury. The anti-IL-8 antibodies can also be used for the 



CC treatment of vasculitis, septic shock, allergic reactions (e.g. asthma) 

CC and cystic fibrosis 

XX 

SQ Sequence 3819 BP; 947 A; 1015 C; 912 G; 945 T; 0 U; 0 Other; 

Query Match 100.0%; Score 420; DB 2; Length 3819; 

Best Local Similarity 100.0%; Pred . No. 1.5e-121; 

Matches 420; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 60 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II I 

Db 24 34 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 24 93 

Qy 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 

I I i I I I I I I I I f I I I t I ! I I ' I I i I I ' I I I I I I I 1 1 I ! I I I I ^ I I : : I I I I 

Db 2494 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 2553 

Qy 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 180 

IIIIIIIIIIIIIIIIIIIIIMMIIMIIIMIMIIIIIMIIIIIIIMIIIMII 

Db 2 554 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 2 613 



Qy 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

IMIIIIIIIMIIIIIMIIIIIIIIMIIMIIIIIMIIIIIMIIIIIMMMII 

Db 2 614 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 2 673 

Qy 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 00 

lilMIIMIIIIIlllllllllilllllMIIIIIIMIMIIIIIIIIIIIIIIMM 

Db 2 674 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 2 73 3 

Qy 3 01 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 360 

I II 1 1 1 .1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II I 

Db 2 7 34 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 2 7 93 

Qy * 3 61 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 2 794 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 2 853 



RESULT 6 
AAZ22020 

ID AAZ22020 standard; DNA; 3819 BP. 
XX 

AC AAZ22020; 
XX 

DT 24-NOV-1999 (first entry) 
XX 

DE Nucleotide sequence of plasmid pLC6G5 . 
XX 

KW Transgenic animal; heterologous antibody; hybridoma; B cell; 

KW transgenic mouse; human heavy chain transgene; digoxin; 

KW human light chain transgene; immortalized cell; immunoglobulin; 

KW Shinga-like toxin; autoimmune disease; cancer; infectious disease; 

KW transplant rejection; blood disorder; coagulation disorder; ss. 

XX 

OS Synthetic. 
XX 

PN W09945962-A1 . 



PD 16-SEP-1999. 
XX 

PF 12-MAR-1999; 99WO-US00553 5 . 
XX 

PR 13-MAR-1998; 98US- 00042353 . 
XX 

PA (GENP-) GENPHARM INT INC. 
XX 

PI Lonberg N, Fishwild DM, Ball WJ; 
XX 

DR WPI; 1999-551219/46. 
XX 

PT Novel transgenic non-human animals used to produce heterologous 

PT antibodies. 

XX 

PS Example 42; Page 318-320; 484pp; English. 
XX 

CC The specification describes transgenic animals that are capable of 

CC producing a heterologous antibody. The antibodies are isolated form a 

CC hybridoma, comprising B cells, that is obtained from a transgenic mouse 

CC having a genome comprising a human heavy chain transgene and a human 

CC light chain transgene. The B cells are fused to immortalized cells 

CC suitable for generating a hybridoma, which produces a detectable amount 

CC of an immunoglobulin that specifically binds digoxin or Shinga-like 

CC toxin, B cells from transgenic animals can be used to generate hybridomas 

CC expressing monoclonal high affinity human sequence antibodies. Antibodies 

CC produced from the transgenic animals of the invention can be used to 

CC treat human diseases, e.g. autoimmune diseases, cancer, infectious 

CC disease, transplant rejection, blood disorders such as coagulation 

CC disorders and other diseases. The present sequence is used in the course 

CC of the invention 

XX 

SQ Sequence 3819 BP; 947 A; 1015 C; 912 G; 945 T; 0 U; 0 Other; 

Query Match 100.0%; Score 420; DB 2; Length 3819; 

Best Local Similarity 100.0%; Pred. No. 1.5e-121; 

Matches 420; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 6 0 

IIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMMIIIIIIIIIIIIII 
Db 2434 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCXGCTCTGGTTCCCA 24 93 

Qy 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 120 

IIIIMMIIIIIIIIIIIIIIIIIIIIIIIIMIIMIIIIIIIMIIIIIIIMIIII 

Db 24 94 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 2553 

Qy 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 180 

IMIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIMIIIII 

Db 2554 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 2613 

Qy 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I ! I I 
Db 2 614 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 2 67 3 

Qy 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 300 

I I I I I I II I I I I I II I I I I II I I I I I I I I I I I I I I II I I I I I I I I I I I I I II I I I I I I I I 



Db 



2674 



GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 



2733 



Qy 3 01 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 60 

IIMIIIIIIIIIIIIMIIIIIIIMIMMIIIIIIIIIMIIIIIIIMIIIMIII 

Db 2 7 34 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 2 7 93 

Qy 3 61 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

IIIIIIIIMIIIMIIIIIMIIIIIMIIIIIIIIIIIMIIIMIIIIIMIIMII 

Db 2 7 94 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 2 853 



RESULT 7 


AAS99473 


ID 


AAS994 73 standard; cDNA; 974 BP. 


XX 




AC 


AAS99473 - 


XX 




DT 


12 -MAR- 2 0 02 (first entrv) 


XX 




DE 


Anti -human ATIiTM monoclonal antibodv clone Jmab-136 liaht chain cDMA 


XX 




KW 


Human; antirheumatic; ant iarthritic ; antidiabetic; antipsoriatic ; 


KW 


ant"i 1 prai r • antiulcer- neuroDrotective • antithvroid - vasotrODic : 


KW 


immunosuppressive; dermatological ; antiinf lammatory ; hepatotropic ; 


KW 


activation inducible lymphocyte immunomodulatory molecule; AILIM; 


KW 


monoclonal antibody; allergy; rheumatoid arthritis; diabetes mellitus; 


KW 


multiple sclerosis; autoimmune thyroiditis; psoriasis; hepatitis; 


KW 


allergic contact-type dermatitis; chronic inflammatory dermatosis; 


KW 


systemic lupus erythematosus; autoimmune disorder; inflammation; ss ; 


KW 


graft versus host reaction; immune rejection; intestinal immunity; 


KW 


ulcerative colitis; pneumonia; nephritis; vasculitis; pancreatitis. 


XX 




OS 


Homo sapiens 


XX 




PN 


WO? 001 8 7 981 -A2 


XX 




PD 


2 2 -NOV- 2 0 01 


XX 




PF 


15-MAY-2001; 2 0 0 1WO- JP004 03 5 . 


XX 




PR 


18 -MAY- 20 00; 2 0 00 JP- 0014 7116 . 


PR 


30-MAR-2001; 2001 JP-00099508 . 


XX 




PA 


(NISB ) JAPAN TOBACCO INC. 


XX 




PI 


Tsuji T, Tezuka K, Hori N; 


XX 




DR 


WPI; 2002-075313/10. 


DR 


P-PSDB; AAU74297. 


XX 




PT 


New human monoclonal antibody that binds to activation inducible 


PT 


lymphocyte immunomodulatory molecule, useful for treating rheumatoid 


PT 


arthritis, multiple sclerosis and inflammation. 


XX 




PS 


Claim 45; Page 267-270; 300pp; English- 


XX 




CC 


The invention relates to a novel human antibody (I) , preferably a human 



CC monoclonal antibody which binds to an activation inducible lymphocyte 

CC immunomodulatory molecule (AILIM) . (I) is useful for modulating signal 

CC transduction into a cell mediated by AILIM, for modulating proliferation 

CC of AILIM- expressing cells, for modulating production of a cytokine from 

CC AILIM-expressing cells, and for inducing antibody-dependent cytotoxicity 

CC against AILIM-expressing cells and/or immune cytolysis or apoptosis of 

CC AILIM-expressing cells. (I) is useful for treating, preventing or 

CC prophylaxis of delayed type allergy. (I) is useful for treating and 

CC preventing various diseases associated with AILIM-mediated costimulatory 

CC transduction, and for inhibiting the onset and/or advancement of the 

CC diseases. (I) is useful for suppression, prevention and/or treatment of 

CC rheumatoid arthritis, multiple sclerosis, autoimmune thyroiditis, 

CC allergic contact -type dermatitis, chronic inflammatory dermatosis, 

CC systemic lupus erythematosus, insulin-dependent diabetes mellitus, 

CC psoriasis, autoimmune or allergic disorders, inflammation, graft versus 

CC host reaction, graft versus host disease, immune rejection, disorders 

CC caused by abnormal intestinal immunity, specifically inflammatory 

CC intestinal disorders such as ulcerative colitis, pneumonia, hepatitis, 

CC nephritis, vasculitis, and pancreatitis. (I) induces no serious 

CC immunorejection due to antigenicity to human, i.e., human anti-mouse 

CC antigenicity (HAMA) in a host. AAS99444 -AAS99477 represent anti-human 

CC AILIM monoclonal antibody coding sequences and PCR primers of the 

CC invention 

XX 

SQ Sequence 974 BP; 246 A; 282 C; 232 G; 214 T; 0 U; 0 Other; 

Query Match 88.2%; Score 370.6; DB 6; Length 974; 

Best Local Similarity 94.1%; Pred. Mo. 3.3e-106; 

Matches 3 85; Conservative 0; Mismatches 24; Indels 0; Gaps 0; 



Qy 


12 


CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 


71 


Db 


44 


Mill llllll lllllllllll 1 1 M IMMIMI II Ml IMM MM 

CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 


103 


Qy 


72 


CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 

1 IIMI Ml MINI : <l III 1 II illlMllhlMMII MINI llllll 11:11 1 

CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 


131 


Db 


104 


163 


Qy 


132 


CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 

IMM - II MM IMM MINIMI 1 1 1 1 M II M II II 1 1 1 1 1 Mill 

CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGGTTGTTAGCCTGGTATCAGCAGAAACC 


191 


Db 


164 


223 


Qy 


192 


AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 


251 


Db 


224 


Ml Mill Mill MIMIMMIM MIMMIIMMMMMM IMIMM 

AGGGAAAGCCCCTAAACTCCTGATCTATGTTGCATCCAGTTTGCAAAGTGGGGTCCCATC 


283 


Qy 


252 


AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 

IMMMIMM MIIIIIIIIIMIIIIIIIIMIIIIIIMIMIIIIIIIMMM 

AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 


311 


Db 


284 


343 


Qy 


312 


TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 

1 II III III III III MUM III IMMMIMM III MM Ml II II II II 

TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCGTGGACGTTCGGCCA 


371 


Db 


344 


403 


Qy 


372 


GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II llllll MM IMMMMMMMMMIMIMMMMM 

AGGGACCAAGGTGGAAATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 52 




Db 


404 





RESULT 8 
AAT73441 

ID AAT73441 Standard; DNA; 388 BP. 
XX 

AC AAT73441; 
XX 

DT 03-DEC-1997 (first entry) 
XX 

DE Human immunoglobulin light chain variable region partial transcript. 
XX 

KW Ig; affinity constant; human; antigen; hybridoma; B cell; transgene; 

KW transgenic; mouse; CD4 ; antibody; autoimmune; inf lammatory ; 

KW transplant rejection; ss. 
XX 

OS Homo sapiens . 
XX 

PN W09713852-A1 . 
XX 

PD 17-APR-1997. 
XX 

PF 10-OCT-1996; 96WO-US0164 33 . 
XX 

PR 10-OCT-1995; 95US - 005444 04 . 
XX 

PA (GENP- ) GENPHARM INT IMC. 
XX 

PI Lonberg N, Kay RM; 
XX 

DR WPI; 1997-235888/21. 
XX 

PT Novel anti-CD4 antibody produced by transgenic mice - used in the 

PT treatment of auto-immune disease etc. 

XX 

PS Claim 44; Page 255; 396pp; English. 
XX 

CC A novel composition has been developed which comprises an immunoglobulin 

CC (Ig) having an affinity constant (Ka) of at least 2 multiply 1000000000 M 

CC -1 for binding to a predetermined human antigen. The present sequence 

CC represents a human light chain variable region partial nucleotide 

CC sequence, 10C5 kappa, which encodes an amino acid sequence from a claimed 

CC immunoglobulin that specifically binds human CD4 . The anti-CD4 antibodies 

CC may be used in therapeutic and diagnostic applications, especially for 

CC the treatment of human diseases. These antibodies reduce activity of CD 4 

CC cells and reduce undesirable autoimmune reactions, inflammatory response 

CC and transplant rejection. Transgenic animals are capable of producing 

CC heterologous antibodies of multiple isotypes by undergoing isotype 

CC switching. These animals produce a first Ig type that is necessary for 

CC antigen-stimulated B-cell maturation and can switch to encode and produce 

CC one or more subsequent heterologous isotypes 

XX 

SQ Sequence 388 BP; 89 A; 107 C; 97 G; 95 T; 0 U; 0 Other; 

Query Match 87.8%; Score 368.6; DB 2; Length 388; 

Best Local Similarity 97.7%; Pred . No. 9.9e-106; 

Matches 374; Conservative 0; Mismatches 9; Indels 0; Gaps 0; 



Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 



12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

Illlllllllll lllllllllll II IIIIIIMIIIIIIIIIIIIMIMMIIIII 

6 CATGATGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 6 5 
72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

IIIIIIIIIIIIIMIIIIIIIIIIMIIIIIIIIIIIMIIIMIIIIIMIIIIIIII 

66 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 
132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

IMIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIMIMMIIIMMIIIIMI 

12 6 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 185 
192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 51 

III Mill IIIMIII II II III III II I III MM I M III IMMM IIIMIII 

18 6 AGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 5 
252 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

1 1 1 1 1 II 1 1 1 II I II I II 1 1 II II I II I II II 1 1 II 1 1 1 1 1 1 II 1 1 1 1 II I II II 1 1 1 1 

246 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 05 
312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

MM I MINI MM, lUHH MIMMIIMIIIUI MM! IMIIiIMM M 

3 06 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGCCA 3 65 
3 72 GGGAACCAAGCTGGAGATCAAAC 3 94 

II! MIIIIIIIIIIMIIIII 

3 66 GGGGACCAAGCTGGAGATCAAAC 3 88 



RESULT 9 
AAV3 92 3 9 

ID AAV39239 standard; 
XX 
AC 
XX 
DT 
XX 
DE 
XX 
KW 
KW 
KW 
KW 
KW 
KW 
XX 
OS 
OS 
OS 
XX 
PN 
XX 
PD 
XX 
PF 



DNA; 3 88 BP. 

AAV39239; 

18-DEC-1998 (first entry) 

Functional Kappa transcript isolated from transgenic cell line 10C5. 

Transgenic animal; human heterologous antibody; transgene; 
isotype switching; neutrophil efflux; reperfusion injury; CD 4 binding; 
autoimmune reaction; inflammatory response; transplant rejection; 
acid induced lung injury; acute adult respiratory distress syndrome; 
ARDS; vasculitis; septic shock; allergic reaction; asthma; 
cystic fibrosis; ss . 

Synthetic . 
Homo sapiens . 
Mus sp . 

W09824884-A1 . 

ll-JUN-1998. 



01-DEC-1997; 



97WO-US021803 , 



PR 02-DEO1996; 96US - 007 584 17 . 
XX 

PA (GENP-) GENPHARM INT . 
XX 

PI Lonberg N, Kay RM; 
XX 

DR WPI; 1998-333306/29. 
XX 

PT Hybridoma producing antibody specific for interleukin- 8 - used to prevent 

PT efflux of neutrophils from vasculature, and treat reperfusion injury. 
XX 

PS Example 41; Page 304; 452pp; English. 
XX 

CC AAV3 9232-41 represent functional transcripts of a human IgGKappa anti-CD4 

CC antibody. The sequences are isolated from 5 different transgenic mouse 

CC hybridoma cell lines. The specification describes transgenic non-human 

CC animals, especially a mouse, which are capable of producing a human 

CC heterologous antibodies of multiple isotypes by undergoing isotype 

CC switching. The transgenic animals have human heavy and light chain 

CC transgenes. The transgenes are capable of functionally rearranging a 

CC heterologous diversity (D) gene in a variable-diversity- junction (V-D-J) 

CC recombination. The transgenes include a heavy chain transgene comprising 

CC at least one V, D and J gene segment, and one constant region gene 

CC segment. The immunoglobulin (Ig) light chain transgene comprises at least 

CC one V and J gene segment and one constant region gene segment. The gene 

CC segments are heterologous to the transgenic animal. The antibody can be 

CC used to prevent efflux of neutrophils from vasculature. It can also be 

CC used to treat reperfusion injury. CD4 binding antibodies are used to 

CC reduce undesirable autoimmune reactions, inflammatory responses and 

CC rejection of transplanted organs. The anti-IL-8 antibodies can reduce 

CC tissue damage and prolong survival in animal models of acute adult 

CC respiratory distress syndrome (ARDS) and acid induced lung injury. The 

CC anti-IL-8 antibodies can also be used for the treatment of vasculitis, 

CC septic shock, allergic reactions (e.g. asthma) and cystic fibrosis 

XX 

SQ Sequence 388 BP; 89 A; 107 C; 97 G; 95 T; 0 U; 0 Other; 

Query Match 87.8%; Score 368.6; DB 2; Length 388; 
Best Local Similarity 97.7%; Pred . No. 9.9e-106; 

Matches 3 74; Conservative 0; Mismatches 9; Indels 0; Gaps 0; 

Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

minimum iiiiiiiiiii ii 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ( 1 1 1 1 1 1 1 1 1 1 1 1 i i r 

Db 6 CATGATGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 65 

Qy 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f M 1 1 1 1 1 1 1 1 M f f 1 1 i 1 1 1 i E 1 1 1 i 1 1 1 1 M 1 1 1 1 i 

Db 66 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 

Qy -13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

M 1 1 1 1 M 1 1 1 1 1 M M M ! i I i I M ! I ! M M 1 1 M 1 1! I i 1 1 M I S f I M M M 1 1 1 1 

Db 12 6 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 185 

Qy 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 51 

III Mill IMMMMIMMMMMMMMIMMIMMMIM MINIM 

Db 186 AGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 5 



Qy 2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

IIIIIMIIIM IIIIIIIIIIIIMIMMIIIMIIIMIMMIIIIIIIIIIIII 

Db 24 6 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 05 



Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 371 

IIIIIIMIIMIIIIIMIIIIIIIIIIIIIMIIIIIIIIIIIIIIIMIIIIII II 

Db 3 06 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGCCA 3 65 



Qy 3 72 GGGAACCAAGCTGGAGATCAAAC 3 94 

III lllllllllllllllllll 
Db 3 66 GGGGACCAAGCTGGAGATCAAAC 3 88 



RESULT 10 
AAZ21993 

ID AAZ21993 standard; DNA; 388 BP. 
XX 

AC AAZ21993; 
XX 

DT 24-NOV-1999 (first entry) 
XX 

DE Partial nucleotide sequence for a functional transcript 10C5-kappa. 
XX 

KW Transgenic animal; heterologous antibody; hybridoma; B cell; 

KW transgenic mouse; human heavy chain transgene; digoxin; PCR primer; 

KW human light chain transgene; immortalized cell; immunoglobulin; 

KW Shinga-like toxin; autoimmune disease; cancer; infectious disease; 

KW transplant rejection; blood disorder; coagulation disorder; ss. 

XX 

OS Synthetic. 
OS Homo sapiens . 
XX 

PN W09945962-A1 
XX 

PD 16-SEP-1999. 
XX 

PF 12-MAR-1999; 9 9WO-US0 05 5 3 5 . 
XX 

PR 13-MAR-1998; 98US - 00042 3 53 . 
XX 

PA (GENP-) GENPHARM INT INC. 
XX 

PI Lonberg N, Fishwild DM, Ball WJ; 
XX 

DR WPI; 1999-551219/46. 
XX 

PT Novel transgenic non-human animals used to produce heterologous 

PT antibodies. 

XX 

PS Example 41; Page 305; 484pp; English. -- ■ - - 

XX 

CC The specification describes transgenic animals that are capable of 

CC producing a heterologous antibody. The antibodies are isolated form a 

CC hybridoma, comprising B cells, that is obtained from a transgenic mouse 

CC having a genome comprising a human heavy chain transgene and a human 

CC light chain transgene. The B cells are fused to immortalized cells 

CC suitable for generating a hybridoma, which produces a detectable amount 



CC of an immunoglobulin that specifically binds digoxin or Shinga-like 

CC toxin. B cells from transgenic animals can be used to generate hybridomas 

CC expressing monoclonal high affinity human sequence antibodies. Antibodies 

CC produced from the transgenic animals of the invention can be used to 

CC treat human diseases, e.g. autoimmune diseases, cancer, infectious 

CC disease, transplant rejection, blood disorders such as coagulation 

CC disorders and other diseases. The present sequence represents a partial 

CC nucleotide sequence for a functional transcript used in the course of the 

CC invention 

XX 

SQ Sequence 388 BP; 89 A; 107 C; 97 G; 95 T; 0 U; 0 Other; 

Query Match 87.8%; Score 368.6; DB 2; Length 388; 

Best Local Similarity 97.7%; Pred. No. 9.9e-106; 

Matches 374; Conservative 0; Mismatches 9; Indels 0; Gaps 0; 



Qy 


12 


CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 

MINIMUM IMIIIMMI M 1 M II II 1 1 II 1 M 1 1 1 M 1 1 M 1 1 M 1 1 1 M 

CATGATGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 


71 


Db 


6 


65 


wy 


n o 
/ z. 


1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 M M 1 II II 1 1 1 1 II 1 1 II 1 1 1 1 1 II 1 1 II 1 1 II II M 1 M 1 M 

CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 


131 


Db 


66 


125 


Qy 


132 


CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 

II II lllllll 1 r II III MMIMIMMIMM MIMI 1 IMMIII MMM III 

CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 


191 


Db 


126 


185 


Qy 


192 


AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 

Ml Mill IIMIMIIIIMIIMMIIIMIIIIIIIIIMIMIII Mill 

AGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 


251 


Db 


186 


245 


Qy 


252 


AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 

II 1 1 II II 1 1 II 1 1 II 1 M II M 1 1 1 1 1 1 1 1 1 II II II 1 1 1 1 II 1 1 1 1 1 II II 1 M M 1 

AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 


311 


Db 


246 


305 


Qy 


312 


TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 

MIIIMIIIIIIMIIMIIIIIMIIMMIIIIMIIIIIIIIIMMIMIM M 

TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGCCA 


371 


Db 


306 


365 


Qy 


372 


GGGAACCAAGCTGGAGATCAAAC 3 94 




Db 


366 


III MMIMIMIMIIMM 

GGGGACCAAGCTGGAGATCAAAC 3 8 8 





RESULT 11 
ABT31882 

ID ABT31882 standard; DNA; 728 BP. 
XX 

AC ABT318 82; - 
XX 

DT 01-MAY-2003 (first entry) 
XX 

DE Anti-CD40 monoclonal antibody related DNA SEQ ID No 65. 
XX 

KW Antiallergic; haemostatic; immunomodulator ; cytostatic; antibody; 

KW human CD4 0; IL-12; LPS; lipopolysaccharide ; IFNgamma; interferon gamma; 



KW dendritic cell; high G28-5; CD95 expression; high G28-5; B cell line; 

KW immunoact ivator ; ant i -tumour agent; immunosuppressant; allergy; 

KW autoimmune disease; coagulation factor VIII inhibitor; anti-CD40; gene; 

KW ds . 

XX 

OS Unidentified. 
XX 

PN WO200288186-A1 . 
XX 

PD 07-NOV-2002. 
XX 

PF 26-APR-2002; 2002WO- JP0042 92 . 
XX 

PR 27-APR-2001; 2001WO-US013672 . 

PR ll-MAY-2001; 2001JP- 001424 82 . 

PR 05-OCT-2001; 2001JP- 003 10535 . 

PR 26-OCT-2001; 2001US- 00040244 . 
XX 

PA (KIRI ) KIRIN BEER KK. 
XX 

PI Mikayama T, Yoshida H, Force WR, Chen X, Takahashi N; 
XX 

DR WPI; 2003-120463/11. 

DR P-PSDB; ABJ36940. 
XX 

PT Anti-CD40 monoclonal antibody with antagonist/agonist activity to CD40, 

PT or functional fragment, is useful in the treatment of e.g. autoimmune 

PT diseases or cancer. 
XX 

PS Claim 16; Page 59-60; 94pp; Japanese. 
XX 

CC The invention relates to an antibody to human CD40, or its functional 

CC fragment, has at least one of the following properties: acting on 

CC dendritic cells to produce IL-12 in the presence of LPS 

CC { lipppolysaccharide) and IFNgamma (interferon gamma); acting on dendritic 

CC cells to activate maturity of the dendritic cells with high G28-5 

CC antibody; and activating CD95 expression with high G2 8-5 antibody against 

CC B cell line. Such antibodies or functional fragments can be used as 

CC immunoact ivators , anti- tumour agents, immunosuppressants, and as remedies 

CC for autoimmune diseases, allergy or coagulation factor VIII inhibitors 

CC syndrome. This polynucleotide sequence represents a coding DNA sequence 

CC relating to the anti-CD40 monoclonal antibody of the invention 

XX 

SQ Sequence 728 BP; 183 A; 201 C; 195 G; 149 T; 0 U; 0 Other; 

Query Match 8-7.1%; Score 365.8; DB 8; Length 72 8; 

Best Local Similarity 93.4%; Pred. No. 9.7e-105; 

Matches 382; Conservative 0; Mismatches 27; Indels 0; Gaps 0; 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

Mill llllll lllllllllll II IMIIIIIIIIIIMIIIIMIIIIIIIMM 

Db 64 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 12 3 

Qy 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

MMIMMIMIMM llllll MINI I MINIM I II I II I II II M II 1 1 1 II I 

Db 124 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGGATCTGTAGGAGACAGAGTCAC 183 



Qy 13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

IIIIIIMIMIilllMIMM lilMlllllllllMIMIIIIIIIIMI Mill 

Db 18 4 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 24 3 

Qy 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

Ml Mill 1 1 I 1 1 1 1 1 1 1 M 1 1 1 1 M M I I I II I Mill Ml II III I llllllll 

Db 24 4 AGGGAAAGCCCCTAAGCTCCTGATCTATGCTGGATCCAGTTTGCAAAGTGGGGTCCCATC 3 03 



Qy 2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

I M II M II II I I II M M II 1 1 1 1 1 1 M 1 1 1 1 1 II I II II 1 1 1 1 II 1 1 II II I I II I 

Db 3 04 AAGGTTCAGCGGCAGTGGATTTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 63 

Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 371 

MIMIIIIIIIIIIIIIIIIIIMMMIIIIII MIMMI M 1 1 II M 

Db 3 64 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAGCAGTTTCCCTCGGACATTCGGCCA 42 3 

Qy - 3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

M MUM M 1 1 1 1 1 II 1 1 1 1 II M M 1 1 1 1 M I M I M 1 1 1 11 

Db 424 AGGGACCAAGGTGGAGATCAAACGTACGGTGGCTGCACCATCTGTCTTC 472 



RESULT 12 
ADM47072 

ID ADM47072 Standard; DNA; 711 BP. 

XX 

AC ADM47072; 
XX 

DT 03-JUN-2004 (first entry) 
XX 

DE Mouse anti -human G-CSF antibody light chain gene. 
XX 

KW methylotroph yeast; mammalian sugar chain; 0CH1; alpha- 1; 

KW 6-mannosyl transferase; alpha- 1; 2 -mannosidase ; 

KW orotidin- 5 1 -phosphate decarboxylase; URA3 ; 

KW phosphoribosyl -amino- imidazole succinocarboxamide synthase; ADE1; 

KW imidazole-glycerol -phosphate dehydratase; HIS3; 

KW 3-isopropyl malate dehydrogenase; LEU2 ; proteinase A; proteinase B; PRB1; 

KW PEP4; YPS1; KTR1 ; MNN9 ; AOX; GAPDH; mannosyl transferase; 

KW glyceraldehyde 3 -phosphate dehydrogenase; mannose glycoprotein; ds; gene. 
XX 

OS Mus sp . 

XX 

PN WO2003091431-A1 . 
XX 

PD 06-MOV-2003. 
XX 

PF 28-APR-2003; 2003WO- JP005464 . 
XX 

PR 26-APR-2002; 2002 JP-00127677 . x 
XX 

PA (KIRI ) KIRIN BEER KK. 

PA (NAAD-) NAT INST ADVANCED IND SCI & TECHNOLOGY. 
XX 

PI Kobayashi K, Kitagawa Y, Komeda T, Kawashima N, Jigami Y; 

PI Chiba Y; 

XX 

DR WPI; 2003-854401/79. 



PT Producing methylotroph yeast that expresses mammalian sugar chains by 

PT disrupting the 0CH1 gene and inserting an alpha - 1 , 2 -mannosidase gene. 
XX 

PS Example 28; SEQ ID NO 91; 247pp; Japanese. 
XX 

CC The invention relates to the production of a methylotroph yeast that 

CC produces mammalian sugar chains, comprising disrupting the 0CH1 gene in 

CC the yeast that encodes for alpha-1 , 6 -mannosyl transferase and inserting 

CC and expressing the alpha- 1 , 2 -mannosidase gene. The specification also 

CC includes DNA sequences encoding: (a) orotidin- 5 ' -phosphate decarboxylase 

CC (URA3) ; (b) phosphoribosy 1 - amino - imidazole succinocarboxamide synthase 

CC (ADE1) ; (c) imidazole-glycerol-phosphate dehydratase (HIS3) ; (d) 3- 

CC isopropyl malate dehydrogenase (LEU2) ; (e) alpha- 1 , 6-mannosyl transferase 

CC (0CH1); (f) proteinase A (PEP4) ; (g) proteinase B (PRB1) ,- and (h) 

CC aspartic protease (YPS1) , mannosyl transferase (KTR1 or MNN9) , alcohol 

CC oxidase (AOX) and glyceraldehyde 3 -phosphate dehydrogenase (GAPDH) gene 

CC sequences. The yeast is used for the production of human and mammalian 

CC high mannose glycoproteins with high yield and purity. The method is also 

CC useful for producing hybrid or complex sugar chains containing mammalian 

CC type chains. This sequence represents the gene encoding a mouse anti r 

CC human G-CSF antibody light chain used in the invention. 
XX 

SQ Sequence 711 BP; 176 A; 203 C; 182 G; 150 T; 0 U; 0 Other; 

Query Match 87.0%; Score 365.6; DB 11; Length 711; 

Best Local Similarity 93.0%; Pred. No. l.le-104; 

Matches 383; Conservative 0; Mismatches 29; Indels 0; Gaps 0 



Qy 


9 


CACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAG 

MM MM MINI III MINIM 1 II 1 1 1 1 1 1 1 1 1 ! 1 1 1 M 1 1 1 1 1 II 1 1 

CACCATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCACG 


68 


Db 


3 


62 


Qy 


69 


ATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGT' 12 8 


Db 


63 


Ml 1 M II 1 II 1 1 M 1 II 1 II M II 1 II I II II 1 M II II II Ml M 

ATGTGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGT 


122 


Qy 


129 


CACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAA 

IIIIMIIIIIIMIIIIIIIIIIII IIIIMIIMIIIIIIIMIIIIIIMIM 1 1 

CACCATCACTTGTCGGGCGAGTCAGGTTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAA 


188 


Db 


123 


182 


Qy 


189 


ACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCC 

MUM Mill MMMIMIMMMMMMMMMMMMMIMM Mill 

ACCAGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCC 


248 


Db 


183 


242 


Qy 


249 


ATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCA 

1 1 1 M 1 1 M 1 II II 1 1 II II 1 1 1 M M 1 1 1 M M 1 1 1 II 1 1 M 1 M II 1 II 1 1 II 1 1 1 1 

ATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCA 


308 


Db 


243 


302 


Qy 


309 


GCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGG 

IIIIIIIIIMIIIIIMIIIIMIIIMMIIIIIIII MINIM M II II 

GCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCTCCGACGTTCGG 


368 


Db 


303 


362 


Qy 


369 


TCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 




Db 


363 


II M IMMI MM M MM M 1 1 II M 1 II 1 1 M II II II M 

CCAAGGGACCAAGGTGGAAATCAAACGTACGGTGGCTGCACCATCTGTCTTC 414 





RESULT 13 
ADE28412 

ID ADE28412 standard; cDNA; 705 BP . 
XX 

AC ADE2 8412; 
XX 

DT 29-JAN-2004 (first entry) 
XX 

DE Human anti-CD40 antibody 10-8-3 variable region light chain cDNA. 
XX 

KW anti-CD40 monoclonal antibody; CD40; cytostatic; virucide; antibacterial; 

KW immunostimulant ; anti-HIV; hyperprolif erative ; cancer; viral ; 

KW bacterial infection; immunodeficiency; neutropenia; HIV; gene therapy ; 

KW human; variable region light chain; ss; gene; 10-8-3. 

XX 

OS Homo sapiens . 
XX 

PN WO2003040170-A2 . 
XX 

PD 15-MAY-2003. 
XX 

PF 08-NOV-2002; 2002WO-US036107 . 
XX 

PR 09-NOV-2001; 2001US-0348980P . 
XX 

PA (PFIZ } PFIZER PROD INC. 

PA (ABGE-) ABGENIX INC. 
XX 

PI Bedian V, Gladue RP, Corvalan J, Jia X, Feng X; 
XX 

DR WPI; 2003-441521/41. 

DR P-PSDB; ADE28413 . 
XX 

PT New chimeric or human monoclonal antibody or its antigen-binding portion 

PT that specifically binds to and activates human CD40, useful for enhancing 

PT an immune response in a human, or treating cancer, HIV, neutropenia or 

PT viral infections. 
XX 

PS Claim 24; SEQ ID NO 19; 177pp ; English. 
XX 

CC The invention relates to a novel chimeric or human monoclonal antibody or 

CC its antigen-binding portion that specifically binds to and activates 

CC human CD40. The anti-CD40 antibody of the invention demonstrates 

CC cytostatic, virucide, antibacterial, immunostimulant and anti-HIV 

CC activities and may be useful for treating a hyperprolif erative disorder 

CC such as cancer, viral and bacterial infection or genetic, primary or 

CC combined immunodeficiency conditions including neutropenia or HIV 

CC infection. The anti-CD40 antibodies may also be useful for detecting CD40 

CC in a biological sample in vitro or in vivo, as well as during gene 

CC therapy procedures. The current sequence is that of the human anti-CD40 

CC antibody variable region light chain cDNA of the invention. 

XX 

SQ Sequence 705 BP; 172 A; 201 C; 179 G; 153 T; 0 U; 0 Other; 

Query Match 86.1%; Score 361.6; DB 10; Length 705; 

Best Local Similarity 92.9%; Pred. No. 2e-103; 



Matches 37 9; Conservative 0;. Mismatches 2 9; Indels 0; Gaps 0; 



Qy 13 ATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATGC 72 

M I I I I I I I IMIIIIIMI I I IIMIIIMIIIIIIIMIIIIIMIIMIIIl 
Db 1 ATGAGGCTCCCTGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATGC 6 0 

Qy 7 3 GACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCACC 13 2 

I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I II I II I I I I I I I I I I II I I I I I I I 

Db 61 GACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCACC 12 0 

Qy 13 3 ATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACCA 192 

Ml II ! MM Mllllll II MMMMMMMMMMMMMMM MMM 

Db 121 ATCACTTGTCGGGCGAGTCAGCCTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACCA 180 

Qy 193 GGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATCA 252 

M MMI MMI MMMM Ml MM Ml MIMMIIMM lllllllll 

Db 181 GGGAAAGCCCCTAAACTCCTGATTTATTCTGCCTCCGGTTTGCAAAGTGGGGTCCCATCA 24 0 

Qy 2 53 AGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 312 

I I I M 1 1 I 1 1 1 IIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIMI 

Db 241 AGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 3 00 

Qy 313 GAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCAG 372 

II MINI III III Mill III MINI II II I lllllllll Mllllll . 

Db 3 01 GAAGATTTTGCAACTTACTATTGTCAACAGACTGACAGTTTCCCGCTCACTTTCGGCGGC 3 60 

Qy 3 73 GGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II IIIIM MMMMMMMIMIIMIMMMMMMIMI 

Db 361 GGG AC CAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 408 



RESULT 14 
ADE28428 

ID ADE28428 standard; cDNA; 705 BP. 
XX 

AC ADE2 842 8; 
XX 

DT 29-JAN-2004 (first entry) . 
XX 

DE Human anti-CD4 0 antibody 21-2-1 variable region light chain cDNA. 
XX 

KW anti-CD4 0 monoclonal antibody; CD4 0; cytostatic; virucide; antibacterial; 

KW immunostimulant ; ant i -HIV; hyperprolif erative ; cancer; viral ; 

KW bacterial infection; immunodeficiency; neutropenia; HIV; gene therapy; 

KW human; variable region light chain; ss; gene; 21-2-1. 

XX 

OS Homo sapiens . 
XX 

PN WO2003040170-A2 . 
XX 

PD 15-MAY-2003. 
XX 

PF 08-NOV-2002; 2 002WO-US036107 . 
XX 

PR 09-NOV-2001; 2 001US- 034 8980P . 
XX 

PA (PFIZ ) PFIZER PROD INC. 



PA (ABGE-) ABGENIX INC. 
XX 

PI Bedian V, Gladue RP, Corvalan J, Jia X, Feng X; 
XX 

DR WPI; 2003-441521/41. 

DR P-PSDB; ADE28429. 
XX 

PT New chimeric or human monoclonal antibody or its antigen-binding portion 

PT that specifically binds to and activates human CD40, useful for enhancing 

PT an immune response in a human, or treating cancer, HIV, neutropenia or 

PT viral infections. 
XX 

PS Claim 24; SEQ ID NO 35; 177pp ; English. 
XX 

CC The invention relates to a novel chimeric or human monoclonal antibody or 

CC its antigen-binding portion that specifically binds to and activates 

CC human CD40. The anti-CD40 antibody of the invention demonstrates 

CC cytostatic, virucide, antibacterial, immunostimulant and anti-HlV 

CC activities and may be useful for treating a hyperprolif erat ive disorder 

CC such as cancer, viral and bacterial infection or genetic, primary or 

CC combined immunodeficiency conditions including neutropenia or HIV 

CC infection. The anti-CD40 antibodies may also be useful for detecting CD40 

CC in a biological sample in vitro or in vivo, as well as during gene 

CC therapy procedures. The current sequence is that of the human anti-CD4 0 

CC antibody variable region light chain cDNA of the invention. 

XX 

SQ Sequence 705 BP; 177 A; 200 C; 175 G; 153 T; 0 U; 0 Other; 

Query Match 86.1%; Score 361.6; DB 10; Length 705; 

Best Local Similarity 92.9%; Pred. No. 2e-103; 

Matches 379; Conservative 0; Mismatches 29; Indels 0; Gaps 0; 
Qy 13 ATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATGC 72 



Db 




Qy 



7 3 GACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCACC 132 



Db 




Qy 



13 3 ATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACCA 192 



Db 




Qy 



193 GGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATCA 252 



Db 




Qy 



25 3 AGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 312 



Db 




Qy 



313 GAAGATTTTGC AACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCAG 3 7 2 

Ml Mill IIIMIM MMIIIII Mill I INI I 1 1 II I II MIMI II 

3 01 GAAGATTTTGCAACTTACTATTGTCAACAGGCTAACATTTTCCCGCTCACTTTCGGCGGA 3 60 



Db 



Qy 



373 



GGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 2 0 



Db 3 61 GGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 0 8 



RESULT 15 
AAT73443 

ID AAT73443 standard; DMA; 439 BP. 
XX 

AC AAT7 344 3; 
XX 

DT 03-DEC-1997 (first entry) 
XX 

DE Human immunoglobulin light chain variable region partial transcript. 
XX 

KW Ig; affinity constant; human; antigen; hybridoma; B cell; transgene; 

KW transgenic; mouse; CD4 ; antibody; autoimmune; inflammatory ; 

KW transplant rejection; ss . 
XX 

OS Homo sapiens . 
XX 

PN W09713852-A1. 
XX 

PD 17-APR-1997. 
XX 

PF 10-CCT-1996; 96WO-US0 1643 3 . 
XX 

PR 10-OCT-1995; 95US-00544404 . 

XX 

PA (GENP-) GENPHARM INT INC. 
XX 

PI Lonberg N, Kay RM; 
XX 

DR WPI; 1997-235888/21. 
XX 

PT Novel anti-CD4 antibody produced by transgenic mice - used in the 

PT treatment of auto-immune disease etc. 

XX 

PS Claim 44; Page 256; 396pp; English. 
XX 

CC A novel composition has been developed which comprises an immunoglobulin 

CC (Ig) having an affinity constant (Ka) of at least 2 multiply 1000000000 M 

CC -1 for binding to a predetermined human antigen. The present sequence 

CC represents a human light chain variable region partial nucleotide 

CC sequence, 4D1 kappa, which encodes an amino acid sequence from a claimed 

CC immunoglobulin that specifically binds human CD4 . The -anti- CD4 antibodies 

CC may be used in therapeutic and diagnostic applications, especially for 

CC the treatment of human diseases. These antibodies reduce activity of CD4 

CC cells and reduce undesirable autoimmune reactions, inflammatory response 

CC and transplant rejection. Transgenic animals are capable of producing 

CC heterologous antibodies of multiple isotypes by undergoing isotype 

CC switching. These animals produce a first Ig type that is necessary for 

CC antigen-stimulated B-cell maturation and can switch to encode and produce 

CC one or more subsequent heterologous isotypes 

XX 

SQ Sequence 439 BP; 100 A; 122 C; 106 G; 111 T; 0 U; 0 Other; 
Query Match 85.2%; Score 357.8; DB 2; Length 439; 



Best Local Similarity 92.2%; Pred . No. 2.6e-102; 

Matches 377; Conservative 0; Mismatches 32; Indels 0; Gaps 0; 



Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

MM I MM I MMMMI M MMMMMMM MMMMI MMMI 

Db 6 CATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 65 

Qy 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

IIIIIIIIIIIIIIIIIIIIIIIIII II MMMMMMMMMMMIIMM 

Db 66 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 125 

Qy 13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

MMMMMMIMMMMM M M M M M M M M M M M I M M I II Mill 

Db 12 6 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 185 

Qy 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 51 

ii Mill iMiii 1 1 M illinium mm 1 1 ) i f 1 1 1 

Db 186 AGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 245 

Qy 2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

f 1 1 i 1 1 I i 1 1 1 1 IIIMIIMIIIIIIIIIIIIIIIMIIMIIMIIIIIIIIIMM 

Db 24 6 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 05 

Qy 312 TGAAGATTTTGCAACTTACTATTGTCAAGAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

MMM MMMMI III M II II MM I 1 1 1 M I I II M II II II I II I M 

Db 3 06 TGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCA 3 65 



Qy 3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

III II II I II M II I II I I II I I I I I I II II I M I I I M I I I II M I I 
Db 3 66 GGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 414 



Search completed: December 2, 2004, 13:06:03 
Job time : 326.197 sees 

GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 
Run on : 



Title: 

Perfect score : 
Sequence : 

Scoring table : 



Searched : 



December 2, 2004, 12:19:03 ; Search time 61.3429 Seconds 

(without alignments) 
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; TITLE OF INVENTION: Producing Heterologous Antibodies 
NUMBER OF SEQUENCES: 421 
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PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/544,404 

FILING DATE: 10-OCT-1995 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER : US 08/728,463 

FILING DATE: 10-OCT-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US96 / 164 3 3 

FILING DATE: 10-OCT-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/758,417 

FILING DATE: 02-DEC-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US97/2 18 03 

FILING DATE: 01-DEC-1997 
ATTORNEY / AGENT INFORMATION: 
; NAME: Apple, Randolph T. 

REGISTRATION NUMBER: 36,429 

REFERENCE/DOCKET NUMBER: 014643 - 009040US 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (415) 576-0200 

TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO: 420: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 42 0 base pairs 

TYPE: nucleic acid 

STRANDEDNESS : single 

TOPOLOGY: linear 
MOLECULE TYPE: DNA 
US-09-042-353-420 



Query Match 100.0%; Score 42 0; DB 3; Length 42 0; 

Best Local Similarity 100.0%; Pred. No. 1.7e-123; 

Matches 42 0; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 60 

IIIMIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIMIMIIIIMIIIIIIIIIM 

Db 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 60 



Qy 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 

IIIMIIIMIMIMIIMIMIIIIIIMIIIIIIIIIillMIMIMIIIIIIIII 

Db 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 

Qy 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 18 0 

'IIIIIIIIIIIIIMIIIIIIIIIIIIIIMIIMIIIIIIIIIIIIIIIIMIIIIIII 

Db 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 18 0 

Qy 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

MIIMIIIIIIIMIIIIIIIIIIIIIIIIIIMIIIIIIIIMMMIIIIMIIIM 

Db 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

Qy 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 00 

f I i 1 1 ! 1 1 1 1 1 1 1 1 f 1 1 1 E M 1 1 1 1 1 1 1 1 ! E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i i 1 1 1 1 1 1 1 1 1 1 1 1 

Db 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 00 

Qy 3 01 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 60 

IIMIIMIIIIIMMIIIIIIIIMIIIIIIIIIIMIIIIIIMIIMIIIIMIII 

Db 3 01 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 60 

Qy 361 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f » 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r t i 1 1 1 r i 1 1 1 1 1 1 1 1 

Db 3 61 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 



RESULT 2 

US-08r758-417A-22 0 

; Sequence 220, Application US/08758417A 
; Patent No. 6300129 

GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 
; Kay, Robert M. 

TITLE OF INVENTION: Transgenic No. 6300129-Human Animals for 
; Producing Heterologous Antibodies 

NUMBER OF SEQUENCES : 417 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Townsend and Townsend and Crew LLP 
STREET: Two Embarcadero Center, Eighth Floor 
CITY: San Francisco 
STATE: California 
COUNTRY: USA 
ZIP: 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC-DOS/MS -DOS 
SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/758 , 417A 
FILING DATE: 02-Dec-1996 
CLASSIFICATION: <Unknown> 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 
FILING DATE: 10-OCT-1996 
APPLICATION NUMBER: US 08/544,404 
FILING DATE: 10-OCT-1995 
APPLICATION NUMBER: US 08/352,322 



FILING DATE: 07-DEC-1994 
APPLICATION NUMBER: US 08/209, 741 
FILING DATE: 09-MAR-1994 
APPLICATION NUMBER: US 08/165,699 
FILING DATE: 10-DEC-1993 
APPLICATION NUMBER: US 08/161,739 
FILING DATE: 03-DEC-1993 
APPLICATION NUMBER: US 08/155,301 
FILING DATE: 18-NOV-1993 
APPLICATION NUMBER: US 08/096,762 
FILING DATE: 22-JUL-1993 
APPLICATION NUMBER: US 08/053,131 
FILING DATE: 26-APR-1993 
APPLICATION NUMBER: US 07/990,860 
FILING DATE: 16-DEC-1992 
ATTORNEY/ AGENT INFORMATION: 

NAME : Serafini, Andrew T. 
REGISTRATION NUMBER: 41,303 
REFERENCE/DOCKET NUMBER: 014643 -009030US 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: (415) 576-0200 
TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO: 22 0: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 42 0 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: DNA 

SEQUENCE DESCRIPTION: SEQ ID NO: 220: 
US-08-758-417A-220 

Query Match 100.0%; Score 4 20; DB 3; Length 420; 

Best Local Similarity 100.0%; Pred. No. 1.7e-12'3; 

Matches 42 0; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 60 

MIIIMIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIMIIMIMMMIIIIIII 

Db 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 6 0 

Qy 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 

MIMIIIIIIIIIIMIIIIIIIIMMIIIIIIIIIIIIIIIIMIIIIIMIIIIII 

Db 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 

Qy 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 18 0 

I I 1 1 1 1 1 1 1 1 I! 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 II M 1 1 1 1 1 1 1 1 M I 

Db 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 18 0 

Qy 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

I ililll M MMM-Im h Mii'MMM M;M MIMI M 

Db 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

Qy 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 00 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 

Db 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 00 



Qy 



301 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 60 



IMIIIIIMMIIIIIIMIMIMIIIIMIIIIIIMIIMIIIIIIMIMMIII 

Db 3 01 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 60 

Qy 3 61 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

IIMIIIMIMIIIIIIIIIIIIIIIIIIMIIIIIMIMIMIIMIMIIIIIIII 

Db 3 61 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 



RESULT 3 

US-09-042-353-393 

; Sequence 393, Application US/09042353 
; Patent No. 6255458 

GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 

APPLICANT: Kay, Robert M. 

TITLE OF INVENTION: Transgenic No. 6255458 -Human Animals for 
TITLE OF INVENTION: Producing Heterologous Antibodies 
NUMBER OF SEQUENCES: 421 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Townsend and Townsend and Crew LLP 

STREET: Two Embarcadero Center, Eighth Floor 

CITY: San Francisco 

STATE: California 

COUNTRY: USA 

ZIP: 94111-3834 
; COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patentln Release #1-0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 09/042 , 353 

FILING DATE: 13 -MAR- 1998 

CLASSIFICATION: 800 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/810,279 

FILING DATE: 17-DEC-1991 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/853,408 

FILING DATE: 18-MAR-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/904,068 

FILING DATE: 23-JUN-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/990,860 

FILING DATE: 16-DEC-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/053,131 

FILING DATE: 2 6 -APR- 1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/096,762 

FILING DATE: 22-JUL-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/155,301 

FILING DATE: 18-NOV-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/161,739 



FILING DATE: 03-DEC-I993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/165,699 

FILING DATE: 10-DEC-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/209,741 

FILING DATE: 09-MAR-1994 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/352,322 

FILING DATE: 07-DEC-1994 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/544,404 

FILING DATE: 10-OCT-1995 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 

FILING DATE: 10-OCT-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US96/16433 

FILING DATE: 10 -OCT- 1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/758,417 

FILING DATE: 02 -DEC- 1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US97/2 1803 

FILING DATE: 01-DEC-1997 
ATTORNEY/AGENT INFORMATION: 

NAME: Apple, Randolph T. 

REGISTRATION NUMBER: 3 6,42 9 

REFERENCE/DOCKET NUMBER: 014643 -009040US 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (415) 576-0200 

TELEFAX: (415) 576-0300 
; INFORMATION FOR SEQ ID NO: 393: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 3819 base pairs 

TYPE: nucleic acid 
; . STRANDEDNESS : single 

TOPOLOGY: linear 
MOLECULE TYPE: DNA 
US-09-042-353-393 

Query Match 100.0%; Score 420; DB 3; Length 3819; 

Best Local Similarity 100.0%; Pred. No. 3.9e-123; 

Matches 420; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 60 



Db 



2434 




Qy 



61 



GGTTCCAGATGCGACATCCAGATGACCCAGTGTCCATCTTCCGTGTCTGCATCTGTAGGA 12 0 



Db 



2494 




121 



GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 180 



Db 



2554 




Qy 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

IIMIIMIIIMIIIIMMIIIIIIIIIIIIIIIMIIIMIillllllllMIIMI 

Db 2 614 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 26 7 3 

Qy 2 41 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 0 0 

IIIIIIIIIIMIIIMIIIIIIIIIIIIIIIIIMIIIIMIIIIIIIIIIIMIIMI 

Db 2 6 74 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 2 73 3 

Qy 3 01 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 6 0 

M M I I MIMMIIMI MIIIMMM IMMI M I I MM I MMIM MMIM I 

Db 2 73 4 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 2 7 93 

Qy 361 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

1 1 1 1 I 1 1 1 1 1 1 1 1 I r ! 1 1 1 1 1 1 1 1 1 ) 1 1 1 1 1 f 1 1 1 1 1 1 E ! f 1 1 I E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 

Db 2 7 94 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 2 85 3 



RESULT 4 

US-08-758-417A-243 

; Sequence 243, Application US/08758417A 
; Patent No. 6300129 

GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 
Kay, Robert M. 

TITLE OF INVENTION: Transgenic No. 6300129-Human Animals for 
; Producing Heterologous Antibodies 

NUMBER OF SEQUENCES: 417 
CORRESPONDENCE ADDRESS: 

ADDRESSEE : Townsend and Townsend and Crew LLP 
; STREET: Two Embarcadero Center, Eighth Floor 

; CITY: San Francisco 

STATE : Cal i f ornia 
COUNTRY: USA 
ZIP: 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/758 , 417A 

FILING DATE: 02-Dec-1996 

CLASSIFICATION: <Unknown> 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 

FILING DATE: 10-OCT-1996 

APPLICATION NUMBER: US 08/544,404 

FILING DATE: 10-OCT-1995 

APPLICATION NUMBER: US 08/352, 322 

FILING DATE: 07-DEC-1994 

APPLICATION NUMBER: US 08/2 09,741 

FILING DATE: 09-MAR-1994 

APPLICATION NUMBER: US 08/165,699 

FILING DATE: 10-DEC-1993 

APPLICATION NUMBER: US 08/161,739 

FILING DATE: 03 -DEC- 1993 

APPLICATION NUMBER: US 08/155,301 



FILING DATE: 18-NOV-1993 
APPLICATION NUMBER: US 08/096,762 
FILING DATE: 22-JUL-1993 
APPLICATION NUMBER: US 08/053,131 
FILING DATE: 26-APR-1993 
APPLICATION NUMBER: US 07/990,860 
FILING DATE: 16-DEC-1992 
ATTORNEY/ AGENT INFORMATION: 

NAME: Serafini, Andrew T. 
REGISTRATION NUMBER: 41,3 03 

REFERENCE/DOCKET NUMBER : 014643 - 009030US 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: {415) 576-0200 
TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO : 24 3: 
SEQUENCE CHARACTERISTICS : 

LENGTH: 3819 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: DNA 

SEQUENCE DESCRIPTION: SEQ ID NO: 24 3: 
US-08-758-417A-243 

Query Match 100.0%; Score 420; DB 3; Length 3819; 

Best Local Similarity 100.0%; Pred. No. 3.9e-123; 

Matches 42 0; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 60 

IIIIIIIIIIMIMIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIMIIIMIIII 

Db 24 34 AAGCTTGCCACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCA 2493 

Qy 61 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 120 

IMIIIMIIIIIIIIMIIilMIIMIMIIMIIIIMIIIIMMIIMIMIIII 

Db 24 94 GGTTCCAGATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGA 2 55 3 

Qy 121 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 18 0 

I I 1 1 1 II I 1 1 1 M 1 1 M 1 1 1 1 1 1 1 1 M 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 2 5 54 GACAGAGTCACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTAT 2 613 

Qy 181 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 24 0 

IMMIIIIIIMIIMIIMMIIIIIIIIIIIIIIIIMIIIIIIIIIIIIMIIMI 

Db 2 614 CAGCATAAACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGT 2 67 3 

Qy 241 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 3 00 

I I Mill I iMMI MIIUI MM IMII illUII IMU I NUN Mill 

Db 2 674 GGTGTCCCATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC 2 733 

Qy 3 01 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 3 60 

MMIUIII IMIIIIIUI IIMM II M-Mlh NMI M IhM 

Db 2 73 4 AGCCTGCAGCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTAC 2 7 93 

Qy 361 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

IIIIIIIIIIMIIMIIIIIIIIMIIMIIMIIIIIIIIIMIMIIIMIIIIMI 

Db 2 7 94 ACTTTTGGTCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGC ACCATCTGTCTTC 2 853 



RESULT 5 

US-09-042-353-358 

; Sequence 358, Application US/09042353 

; Patent No. 6255458 

; GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 

APPLICANT: Kay, Robert M . 

TITLE OF INVENTION: Transgenic No. 6255458 -Human Animals for 
TITLE OF INVENTION: Producing Heterologous Antibodies 
NUMBER OF SEQUENCES: 421 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Townsend and Townsend and Crew LLP 

STREET: Two Embarcadero Center, Eighth Floor 

CITY: San Francisco 

STATE: California 

COUNTRY: USA 

ZIP: 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/09/042 , 353 

FILING DATE: 13 -MAR- 1998 

CLASSIFICATION: 800 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/810,279 

FILING DATE: 17-DEC-1991 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/853,408 

FILING DATE: 18-MAR-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/904,068 

FILING DATE: 23-JUN-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/990,860 

FILING DATE: 16-DEC-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/053,131 

FILING DATE: 26-APR-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/096,762 

FILING DATE: 22-JUL-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/155,3 01 

FILING DATE: 18-NOV-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/161,739 

FILING DATE: 03-DEC-1993 

PRIOR APPLICATION DATA: 

APPLICATION NUMBER : US 08/165,699 

FILING DATE: 10-DEC-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/209,741 

FILING DATE: 09-MAR-1994 
PRIOR APPLICATION DATA: 



APPLICATION NUMBER: US 08/352,322 
FILING DATE: 07-DEO1994 
PRIOR APPLICATION DATA : 

APPLICATION NUMBER: US 08/544,404 
FILING DATE: 10-OCT-1995 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 
FILING DATE: 10-OCT-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US96/ 16433 
FILING DATE: 10-OCT-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/758,417 
FILING DATE: 02-DEC-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US97/2 1803 
FILING DATE: 01-DEC-1997 
ATTORNEY/AGENT INFORMATION: 
NAME: Apple, Randolph T. 
REGISTRATION NUMBER: 3 6,42 9 
REFERENCE / DOCKET NUMBER: 014643 - 009040US 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: (415) 576-0200 
TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO: 358: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 3 88 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: DNA 
US-09-042-353-358 

Query Match 87.8%; Score 368.6; DB 3; Length 388; 

Best Local Similarity 97.7%; Pred. No. 3.1e-107; 

Matches 374; Conservative 0; Mismatches 9; Indels 0; Gaps 0; 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

IIIIIIIIMII lllllllllll II llllllllllllllllllilllllMMIMI 

Db 6 CATGATGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 65 

Qy 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

IIIIIIIMIIIIIIIIIIIIIIIIIIMIIIMIIIIIIIIIIIIIIMIIIMIIIII 

Db 6 6 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 125 

Qy 132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

IMMIMIIIIIIIIIMIIIIIIIIIIIIIIIMIMIIIIIIIIMMIIIIMIM 

Db 12 6 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 185 

Qy 192 AGGTAAAGCACGTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 51 

III Mill ! i t F 1 E 1 1 ! 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 Mllllll 

Db 186 AGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 5 

Qy, 2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

MMIIIMIII 1 1 1 1 1 1 E 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 ! I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 

Db 246 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 05 



Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 371 

IIIIIIIIIIIIMIIIIMIIIIIIIIMIIIIMIIIIIIIIIIIIIIMIMII II 

Db 3 06 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGCCA 3 65 



Qy 3 72 GGGAACCAAGCTGGAGATCAAAC 3 94 

Ml IIIIIIIIMMIIMII! 

Db 3 66 GGGGACCAAGCTGGAGATCAAAC 3 88 



RESULT 6 

US-08-758-417A-206 

; Sequence 206, Application US/08758417A 
; Patent No. 6300129 

GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 
Kay, Robert M. 

TITLE OF INVENTION: Transgenic No. 6300129-Human Animals for 

Producing Heterologous Antibodies 
NUMBER OF SEQUENCES: 417 
CORRESPONDENCE ADDRESS : 

ADDRESSEE: Townsend and Townsend and Crew LLP 

STREET: Two Embarcadero Center, Eighth Floor 

CITY: San Francisco 

STATE: California 

COUNTRY: USA 

ZIP : 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/758 , 4 17A 

FILING DATE: 02 -Dec- 1996 

CLASSIFICATION: <Unknown> 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 

FILING DATE: 10-OCT-1996 

APPLICATION NUMBER: US 08/544,404 

FILING DATE: 10-OCT-1995 

APPLICATION NUMBER: US 08/352,322 

FILING DATE: 07-DEC-1994 

APPLICATION NUMBER: US 08/209,741 

FILING DATE: 09-MAR-1994 

APPLICATION NUMBER: US 08/165,699 

FILING DATE: 10 -DEC- 1993 

APPLICATION NUMBER: US 08/161,739 

FILING DATE: 03 -DEC- 1993 

APPLICATION NUMBER: US 08/155,3 01 

FILING DATE: 18 -NOV- 1993 

APPLICATION NUMBER: US 08/096,762 

FILING DATE: 22 -JUL- 1993 

APPLICATION NUMBER: US 08/053,131 

FILING DATE: 26-APR-1993 

APPLICATION NUMBER: US 07/990,860 

FILING DATE: 16 -DEC- 1992 
ATTORNEY/ AGENT INFORMATION: 



NAME: Serafini, Andrew T. 
REGISTRATION NUMBER: 41,303 

REFERENCE /DOCKET NUMBER: 0 14 6 4 3 - 0 0 9 0 3 OUS 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: (415} 576-0200 
TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO: 206: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 3 88 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: DNA 

SEQUENCE DESCRIPTION: SEQ ID NO: 206: 
US-08-758-417A-206 

Query Match 87.8%; Score 368.6; DB 3; Length 3 88; 

Best Local Similarity 97.7%; Pred. No. 3.1e-107; 

Matches 374; Conservative 0; Mismatches 9; Indels 0; Gaps 0; 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

Illlllllllll MINIM II IIIMIIIIIIIIIIIIIIIIIIIIIIIMM 

Db 6 CATGATGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 65 

Qy 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

I M 1 1 1 1 1 II M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 66 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 

Qy 132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

1 1 1 ! 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 T 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 f 1 1 

Db 126 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 185 

Qy 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

III Mill I M ! Mill IIIMillMIIIIHil IIMI! IMMII MINIM 

Db 186 AGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 5 

Qy 2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

1 1 1 1 1 1 1 i I ( I ! II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 M 1 1 M I M II 1 1 1 1 1 II 1 1 1 II 1 1 

Db 24 6 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 05 

Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

MIIIIIIIIMIIIillMIIIIIIIIIIIMIIIMIIIIIIIMMIIIIIIII II 

Db 3 06 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGCCA 3 65 

Qy 3 72 GGGAACCAAGCTGGAGATCAAAC 3 94 

III IMIIIIIIIMIMIIII 

Db 3 66 GGGGACCAAGCTGGAGATCAAAC 3 88 



RESULT 7 

US-09-042-353-360 

Sequence 360, Application US/09042353 
Patent No. 6255458 
GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 
APPLICANT: Kay, Robert M. 

TITLE OF INVENTION: Transgenic No. 6255458-Human Animals for 



TITLE OF INVENTION: Producing Heterologous Antibodies 
NUMBER OF SEQUENCES: 421 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Townsend and Townsend and Crew LLP 

STREET: Two Embarcadero Center, Eighth Floor 

CITY: San Francisco 

STATE: California 

COUNTRY : USA 

ZIP : 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC -DOS/MS -DOS 

SOFTWARE: Patentln Release #1-0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 09/042 , 353 

FILING DATE: 13-MAR-1998 

CLASSIFICATION: 8 00 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/810,279 

FILING DATE: 17 -DEC- 1991 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/853,408 

FILING DATE: 18-MAR-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/904,068 

FILING DATE: 23-JUN-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/990,860 

FILING DATE: 16-DEC-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/053,131 

FILING DATE: 26-APR-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/096,762 

FILING DATE: 22 -JUL- 1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/155,301 

FILING DATE: 18 -NOV- 1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/161,739 

FILING DATE: 03-DEC-1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/165,699 

FILING DATE: 10 -DEC- 1993 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/209,741 

FILING DATE: 09-MAR-1994 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/352,322 

FILING DATE: 07 -DEC- 1994 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/544,404 

FILING DATE: 10-OCT-1995 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 

FILING DATE: 10 -OCT- 19 96 



PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT / US 96/16433 
FILING DATE: 10-OCT-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/758,417 
FILING DATE: 02-DEC-1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: WO PCT/US97/2 1803 
FILING DATE: 01-DEC-1997 
ATTORNEY/ AGENT INFORMATION: 
NAME: Apple, Randolph T. 
REGISTRATION NUMBER: 3 6,42 9 
REFERENCE/DOCKET NUMBER: 014643 - 009040US 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: (415) 576-0200 
TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO: 360: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 43 9 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : s ingle 
TOPOLOGY: linear 
MOLECULE TYPE: DNA 
US-09-042-353-360 

Query Match 85.2%; Score 3 57.8; DB 3; Length 43 9; 

Best Local Similarity 92.2%; Pred. No. 8.7e-104; 

Matches 377; Conservative 0; Mismatches 32; Indels 0; Gaps 0; 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

1 1 1 1 I 1 1 1 1 I 1 1 II I M 1 1 II IMIMIIIIIMI MINIMI MINI 

Db 6 CATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 65 

Qy 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

1 1 1 II I 1 1 1 M II I 1 1 1 1 M I II I II 1 1 II 1 1 1 1 1 II 1 1 1 1 M I II I I M 1 1 M 1 1 

Db 66 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 125 

Qy 132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

I I M 1 1 II I II 1 1 II 1 1 1 M 1 1 1 MIMMMMMMMMMMMIMM Mill 

Db 12 6 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 185 

Qy 192 AGGTAAAGC AC CTAAGCTCCTGATCTATGCTG CATC CAGTTTGCAAAGTGGTGTCC CATC 251 

II 1 1 I M MINI MINIUM MMMMNMIMMIMM IINIMI 

Db 186 AGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 5 

Qy 2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

MIMMIMM IMMMMMNINIMMMIMMIMMNNMIMMIM 

Db 2 4 6 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATC AGCAGCCTGCAGCC 3 05 

Qy 312 TGAAGATTTTGCAACTTAC-TATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

I M M I I 1 1 II 1 1 II I M II II MIMI I MIMI MMMMMIMM II ' 

Db 3 06 TGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCA 3 65 

Qy 372 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

III 1 1 1 1 M II I I M 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 M II I M M I I II 1 1 

Db 3 66 GGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 414 



RESULT 8 

US-08-758-417A-208 

; Sequence 208, Application US/08758417A 
; Patent No. 6300129 

GENERAL INFORMATION: 

APPLICANT: Lonberg, Nils 
Kay, Robert M. 

TITLE OF INVENTION: Transgenic No. 63 0012 9 -Human Animals for 

Producing Heterologous Antibodies 
NUMBER OF SEQUENCES: 417 
CORRESPONDENCE ADDRESS : 

ADDRESSEE: Townsend and Townsend and Crew LLP 

STREET: Two Embarcadero Center, Eighth Floor 

CITY: San Francisco 

STATE: California 

COUNTRY: USA 

ZIP : 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER : US/08/758 , 417A 

FILING DATE: 02-Dec-1996 

CLASSIFICATION: <Unknown> 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/728,463 

FILING DATE: 10 -OCT- 1996 

APPLICATION NUMBER: US 08/544,404 

FILING DATE: 10-OCT-1995 

APPLICATION NUMBER: US 08/352,322 

FILING DATE: 07 -DEC- 1 994 

APPLICATION NUMBER: US 08/209, 741 

FILING DATE: 09-MAR-1994 

APPLICATION NUMBER: US 08/165,699 

FILING DATE: 10-DEC-1993 

APPLICATION NUMBER : US 08/161,73 9 

FILING DATE: 03-DEC-1993 

APPLICATION NUMBER: US 08/155,301 

FILING DATE: 18-NOV-1993 

APPLICATION NUMBER: US 08/096,762 

FILING DATE: 22 -JUL- 1993 

APPLICATION NUMBER: US 08/053,131 

FILING DATE: 26-APR-1993 

APPLICATION NUMBER: US 07/990,860 

FILING DATE: 16-DEC-1992 
ATTORNEY/AGENT INFORMATION: 
; NAME: Serafini, Andrew T. 

REGISTRATION NUMBER: 41,303 

REFERENCE/DOCKET NUMBER : 014643 - 009030US 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (415) 576-0200 

TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO: 208: 
SEQUENCE CHARACTERISTICS: 



LENGTH: 43 9 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: DNA 

SEQUENCE DESCRIPTION: SEQ ID NO: 2 08: 
US-08-758-417A-208 

Query Match 85.2%; Score 357.8; DB 3; Length 43 9; 

Best Local Similarity 92.2%; Pred . No. 8.7e-104; 

Matches 377; Conservative 0; Mismatches 32; Indels 0; Gaps 0; 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

1 1 1 1 I 1 1 1 1 I MINIMI II MMMMMMM MMMMI MMMI 

Db 6 CATGGAGTTCCCCGTTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAGATG 65 

Qy 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

1 1 M 1 1 II I M 1 1 M M M M II I M II II 1 1 II I II 1 1 II II II II M M II II I 

Db 66 TGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 

Qy 132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

IIMMIIIIIIIIIIIIIIIII IIIIMIIIMI MMMI IIMhilll Mill 

Db 12 6 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 185 

Qy 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTG CATC CAGTTTGCAAAGTGGTGTCC CATC 2 51 

M Mill llllll IMIMIMI MMMIMMMMMIMM llllllll 

Db 186 AGAGAAAGCCCCTAAGTCCCTGATCTATTCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 24 5 

Qy 252 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

I II M II 1 1 1 M MMIMMMMMMMMMMMMMMMMIMMIMM 

Db 24 6 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 05 

Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

MM MMMMMMM II M II MM I 1 1 M 1 1 I M I M 1 1 II M II I M 

Db 3 06 TGAAGATTTTGCAACTTATTACTGCCAACAGTATGATAGTTACCCGTACACTTTTGGCCA 3 65 

Qy 3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 2 0 

Ml 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 E 1 1 1 1 1 i 1 1 1 1 1 1 1 i 1 1 1 1 

Db 3 66 GGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 414 



RESULT 9 

US-09-472-087-62 

Sequence 62, Application US/09472087 
Patent No. 6682736 
GENERAL INFORMATION: 
APPLICANT : HANSON, DOUGLAS C. 
APPLICANT: NEVEU, MARK J. 
APPLICANT: MUELLER , EILLEN E. 
APPLICANT: HANKE , JEFFREY H. 
APPLICANT: GILMAN, STEVEN C. 
APPLICANT: DAVIS, C. GEOFFREY 
APPLICANT: CORVALAN, JOSE R. 

TITLE OF INVENTION: HUMAN MONOCLONAL ANTIBODIES TO CTLA-4 
FILE REFERENCE: ABX-PF1 

CURRENT APPLICATION NUMBER: US/0 9/4 72 , 087 
CURRENT FILING DATE: 1999-12-23 



PRIOR APPLICATION NUMBER: 60/113,64 7 
PRIOR FILING DATE: 1998-12-23 
NUMBER OF SEQ ID NOS : 147 
SOFTWARE: Patent In Ver . 2.1 
; SEQ ID NO 62 

LENGTH: 714 

TYPE: DNA 

ORGANISM: Homo sapiens 
US-09-472-087-62 



Query Match 79.1%; Score 3 32.2; DB 4; Length 714; 

Best Local Similarity 88.3%; Pred . No. 1.4e-95; 

Matches 361; Conservative 0; Mismatches 48; Indels 0; Gaps 0; 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

Mill MM- IMIIIIMII II MINIM MINI III MM MIMM 

Db 6 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTACTCTGGCTCCGAGGTGCCAGATG 6 5 



Qy 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

I I I I I I I I I I M II I I I II M I I II I III II II I II I I II II II M I I I II I I I I I I 
Db 6 6 TGACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 



Qy 132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

1 1 1 1 1 E I i I Mill MUM MM Mill MM IMIIIIMII Mill 

Db 12 6 CATCACTTGCCGGGCAAGTCAGAGCATTAACAGCTATTTAGATTGGTATCAGCAGAAACC 185 

Qy 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 51 

III Mill MMI MMMMIMIMMMMMMMMMIMM I III I III 

Db 186 AGGGAAAGCCCCTAAACTCCTGATCTATGCTG CATC CAGTTTGCAAAGTGGGGTCC CATC 24 5 

Qy 2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

1 1 MIMM II Ml 1 1 Ml I MM Ml II II MM I II Ml I Ml II II Mill II 

Db 24 6 AAGGTTCAGTGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGTCTGCAACC 3 05 



Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

MM III I Mill Ml III II II II Mill Mill II I MUM II I 

Db 3 06 TGAAGATTTTGCAACTTACTACTGTCAACAGTATTACAGTACTCCATTCACTTTCGGCCC 365 



Qy 372 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II Mill MM I M 1 1 I II I II II I II II M I 1 1 1 1 M 1 1 II 1 1 

Db 366 TGGGACCAAAGTGGAAATCAAACGAACTGTGGCTGCACCATCTGTCTTC 414 



RESULT 10 
US-08-157-101A-4 

Sequence 4, Application US/08157101A 
Patent No. 5808032 

GENERAL INFORMATION: 

APPLICANT: KURIHARA, TATSUYA 
APPLICANT: MATSUKURA, SHIGEKAZU 
APPLICANT: TSURUOKA, NOBUO 
APPLICANT: ARIMA, KEN J I 
APPLICANT : NISHIHARA, TATSURO 

TITLE OF INVENTION: ANTI-HBs ANTIBODY GENES AND EXPRESSION 
1 TITLE OF INVENTION: PLASMIDS THEREFOR 
NUMBER OF SEQUENCES: 9 
CORRESPONDENCE ADDRESS : 



ADDRESSEE: PILLSBURY , MADISON & SUTRO 

STREET: 110 0 NEW YORK AVENUE, N.W. 

CITY: WASHINGTON 

STATE : D . C . 

COUNTRY: USA 

ZIP: 20005 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.25 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/ 157 , 101A 

FILING DATE: 05-APR-1994 

CLASSIFICATION: 530 
ATTORNEY/ AGENT INFORMATION: 

NAME: TITUS, MARLANA K 

REGISTRATION NUMBER: 3 5 843 

REFERENCE /DOCKET NUMBER: 9437/204199 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: 202-861-3711 
; . TELEFAX: 202-822-0944 

TELEX: 6714627 CUCH 
INFORMATION FOR SEQ ID NO : 4 : 
SEQUENCE CHARACTERISTICS: 

LENGTH: 1066 base pairs 

TYPE: nucleic acid 
; STRANDEDNESS : single 

TOPOLOGY: linear 
MOLECULE TYPE: DNA (genomic) 
US-08-157-101A-4 

Query Match 78.7%; Score 330.6; DB 1; Length 1066; 

Best Local Similarity 88.0%; Pred. No. 5.1e-95; 

Matches 360; Conservative 0; Mismatches 49; Indels 0; Gaps 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 



Db 




Qy 



7 2 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 



Db 




Qy 



132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 



Db 




Qy 



192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 



Db 




Qy 



2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 



Db 




Qy 



312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 



II 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 III 1 1 1 1 1 II 1 1 1 1 I III II 

Db 33 8 TGAAGATTTTGCAACTTATTACTGTCTACATCATAATAATTACCCGCTAAGTTTCGGCGG 3 97 

Qy 3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II llllll IIIIMIMIIIIIMMIIIIIIIIIIMIIIIMM 

Db 3 98 AGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 46 



RESULT 11 
US-09-343-485A-3 

Sequence 3, Application US/09343485A 
Patent No. 6413777 
GENERAL INFORMATION: 



APPLICANT 
APPLICANT 
APPLICANT 
TITLE OF INVENTION 
TITLE OF INVENTION 
TITLE OF INVENTION 



REFF, MITCHELL R. 
BARNETT, RICHARD S. 
MCLACHLAN, KAREN R. 

NOVEL METHOD FOR INTEGRATING GENES AT SPECIFIC SITES IN 
MAMMALIAN CELLS VIA HOMOLOGOUS RECOMBINATION AND 
VECTORS FOR ACCOMPLISHING THE SAME 
FILE REFERENCE: 037003-0275807 
CURRENT APPLICATION NUMBER: US/ 0 9/343 , 4 85A 
CURRENT FILING DATE: 199 9-06-3 0 
PRIOR APPLICATION NUMBER: 09/023,715 
PRIOR FILING DATE: 1998-02-13 
PRIOR APPLICATION NUMBER: 08/819,866 
PRIOR FILING DATE: 1997-03-14 
NUMBER OF SEQ ID NOS : 3 
SOFTWARE: Patent In Ver. 2.1 
SEQ ID NO 3 

LENGTH: 1904 0 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE: 

OTHER INFORMATION: Description of Artificial Sequence: Synthetic DNA 
OTHER INFORMATION: referred to as "Mandy" 
US-09-343-485A-3 

Query Match 77.6%; Score 325.8; DB 4; Length 19040; 

Best Local Similarity 87.3%; Pred. No. 5.2e-93; 

Matches 3 57; Conservative 0; Mismatches 52; Indels 0; Gaps 0; 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

Mill llllll lllllllllll II Mill MM Mill MIIIIM MM III 

Db 755 0 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTTCTGCTCTGGCTCCCAGGTGCCAGATG 760 9 

Qy 7 2 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

1 1 1 1 II II 1 1 M I II 1 1 1 1 II 1 1 1 1 1 II II 1 1 II M II 1 1 1 M II I lllllllllll 

Db 7610 TGACATCCAGATGACCCAGTCTCCATCTTCCCTGTCTGCATCTGTAGGGGACAGAGTCAC 76 6 9 

Qy 13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

MINIMI MM MIIIIM Mill I III lllllllllll Mill 

Db 76 7 0 CATCACTTGCAGGGCAAGTCAGGACATTAGGTATTATTTAAATTGGTATCAGCAGAAACC 772 9 

Qy 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 51 

Ml Mill IIMIIIIIIMIIIIMI 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 Mil 

Db 77 3 0 AGGAAAAGCTCCTAAGCTCCTGATCTATGTTGCATCCAGTTTGCAAAGTGGGGTCCCATC 77 8 9 



Qy 



252 



AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 



Db 



7790 




Qy 



312 



TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 



Db 



7850 




Qy 



372 



GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 2 0 



Db 



7910 




RESULT 12 
US-08-259-372A-13 

; Sequence 13, Application US/08259372A 

; Patent No. 5565354 

; GENERAL INFORMATION: 

APPLICANT: Ostberg, Lars G. 

TITLE OF INVENTION: PRODUCTION OF HUMAN MONOCLONAL 

TITLE OF INVENTION: ANTIBODIES SPECIFIC FOR HEPATITIS B SURFACE ANTIGEN 
NUMBER OF SEQUENCES: 16 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Townsend and Townsend and Crew LLP 

STREET: Two Embarcadero Center, Eighth Floor 

CITY: San Francisco 

STATE: CA 

COUNTRY : USA 

ZIP: 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS-DOS 

SOFTWARE: Patentln Release #1.0/ Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/259 , 372A 

FILING DATE: 14-JUN-1994 

CLASSIFICATION: 424 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/871,426 

FILING DATE: 21-APR-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/676,036 

FILING DATE: 27-MAR-1991 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/538,796 

FILING DATE: 15-JUN-1990 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/192,754 

FILING DATE: ll-MAY-1988 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 06/925,196 

FILING DATE: 31-OCT-1986 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 06/904,517 

FILING DATE: 05-SEP-1986 
ATTORNEY/AGENT INFORMATION: 



NAME: Smith, William M. 
• REGISTRATION NUMBER: 30,22 3 

; REFERENCE/DOCKET NUMBER: 11823-50-7 

TELECOMMUNICATION INFORMATION: 
; TELEPHONE: (415) 326-2400 

TELEFAX: (415) 576-0300 
; INFORMATION FOR SEQ ID NO: 13: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 3 84 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : unknown 
TOPOLOGY : unknown 
MOLECULE TYPE: cDNA 
HYPOTHETICAL: NO 
ANTI- SENSE: NO 
ORIGINAL SOURCE: 

ORGANISM : Homo sapiens 
CELL TYPE : Hybridoma 
CELL LINE: ZM1-2 
FEATURE : 

NAME / KEY : CDS 
LOCATION: 1 . .3 84 
US-08-259-372A-13 



Query Match 77.0%; Score 323.2; DB 1; Length 384; 

Best Local Similarity 90.1%; Pred. No. 7.6e-93; 

Matches 346; Conservative 0; Mismatches 38; Indels 0; Gaps 0; 
Qy 13 ATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATGC 72 

IMM I 1 1 1 1 1 1 1 1 1 1 1 II I II I M 1 1 M 1 1 1 1 1 1 M 1 1 II II I M M II 1 1 

D b 1 ATGAGGCCCGTCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATGC 60 

Qy 7 3 GACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCACC 132 

MIIIIIIIIIIMIIMIIMIIIMIIIMIIIIimilll IMMIIIIMMII . 

D b 61 GACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTGGGAGACAGAGTCACC 12 0 

Qy 13 3 ATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACCA 192 

MMMMMIMMMIMI MIMIIM 1 1 II I II 1 1 1 1 1 1 M 1 1 II I MINI 

Db 121 GTCACTTGTCGGG CGAGTCAGGGTATTAGCAGTTGGTTAGCCTGGTATCAGCAGAAACC A 18 0 

Qy 193 GGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATCA 2 52 

I Mill Mill 1 1 1 1 1 1 1 1 1 MMMMMMMMMMIMM MIMIIM 

Db 181 GGGAAAGCCCCTAAACTCCTGATCCATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATCA 24 0 

Qy 2 53 AGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 312 

1 1 II Ml III 1 1 II 1 1 1 1 1 1 1 1 M I II I II 1 1 M M M I II 1 1 1 MIMIIM I 1 1 

Db 241 AGGTTCATCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCACCAGCCTGCAGGCT 300 

Q y 313 GAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCAG 3 72 

M I II I II I M I II I II 1 1 II II II M I M I I I Ml- MM I IMM II 

Db .3 01 GAAGATTTTGCAACCTACTATTGTCAACAGGCTGACAGTCTCCCTTTTACTTTCGGCGGA 3 60 



Qy 

Db 



3 73 GGAACCAAGCTGGAGATCAAACGA 3 96 

II III III INI MINIM 

3 61 GGGACCAAGGTGGACTTCAAACGA 3 84 



RESULT 13 
US-08-468-671-13 

; Sequence 13, Application US/08468671 
; Patent No. 5648077 

GENERAL INFORMATION: 

APPLICANT: Ostberg, Lars G. 

TITLE OF INVENTION: PRODUCTION OF HUMAN MONOCLONAL 

TITLE OF INVENTION: ANTIBODIES SPECIFIC FOR HEPATITIS B SURFACE ANTIGEN 
NUMBER OF SEQUENCES: 16 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Townsend and Townsend and Crew LLP 
; STREET: Two Embarcadero Center, Eighth Floor 

; CITY: San Francisco 

STATE : CA 

COUNTRY : USA 

ZIP: 94111-3834 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC -DOS /MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/468 , 671 

FILING DATE: 06-JUN-1995 

CLASSIFICATION: 424 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 08/259,372 

FILING DATE: 14-JUN-1994 

APPLICATION NUMBER: US 07/871,426 

FILING DATE: 21-APR-1992 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/676,036 

FILING DATE: 27-MAR-1991 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/53 8,796 

FILING DATE: 15-JUN-1990 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 07/192,754 

FILING DATE: ll-MAY-1988 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: US 06/925,196 

FILING DATE: 31-OCT-1986 
PRIOR APPLICATION DATA:. 

APPLICATION NUMBER: US 06/904,517 

FILING DATE: 05-SEP-1986 
ATTORNEY /AGENT INFORMATION: 

NAME: Smith, William M. 

REGISTRATION NUMBER: 30,223 

REFERENCE /DOCKET NUMBER: 11823-50-7 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: (415) 326-2400 

TELEFAX: (415) 576-0300 
INFORMATION FOR SEQ ID NO: 13: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 3 84 base pairs 

TYPE: nucleic acid 

STRANDEDNESS : unknown 



TOPOLOGY: unknown 
MOLECULE TYPE: cDNA 
HYPOTHETICAL: NO 
ANT I- SENSE: NO 
ORIGINAL SOURCE: 

ORGANISM: Homo sapiens 
CELL TYPE: Hybridoma 
CELL LINE: ZM1-2 
' FEATURE : 

NAME/ KEY: CDS 
LOCATION: 1 . . 384 
US-08-468-&71-13 

Query Match 77.0%; Score 323.2; DB 1; Length 384; 

Best Local Similarity 90.1%; Pred. No. 7.6e-93; 

Matches 346; Conservative 0; Mismatches 38; Indels 0; Gaps 0; 
Qy 13 ATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATGC 72 

MM I I MMMIMM M M M M M M M M M M M M M M i M M M 

Db 1 ATGAGGCCCGTCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATGC 6 0 

Qy 73 GACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCACC 13 2 

M M M M M M M M M I M M M M M M M M M M M M I I M 1 1 1 1 1 1 M II i I 

Db 61 GACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTGGGAGACAGAGTCACC 12 0 

Qy 13 3 ATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACCA 192 

IMMMMMMMIMIM MMMMI MMMMMMMMMM MMM 

Db 121 GTCACTTGTCGGGCGAGTCAGGGTATTAGCAGTTGGTTAGCCTGGTATCAGCAGAAACCA 180 

Qy 193 GGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATCA 2 52 

M MMI Mill II I MM 1 1 IMMIIIIIIIIIMIIIIIIIII IMIIMM 

Db 181 GGGAAAGCCCCTAAACTCCTGATCCATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATCA 24 0 

Qy 2 53 AGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 312 

lllllll Ml II I III MMMIMM 1 1 MMM 1 1 Mill I I MMIIIMI II 

Db 241 AGGTTCATCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCACCAGCCTGCAGGCT 3 00 

Qy 313 GAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCAG 372 

I f I i 1 1 1 1 1 1 i 1 1 1 ! 1 1 i 1 1 1 1 i I r 1 1 1 1 1 1 1 I III MM I Mill II 

Db 3 01 GAAGATTTTGCAACCTACTATTGTCAACAGGCTGACAGTCTCCCTTTTACTTTCGGCGGA 360 

Qy 3 73 GGAACCAAGCTGGAGATCAAACGA 3 96 

II MMM MM M M II 1 1 

Db 3 61 GGGACCAAGGTGGACTTCAAACGA 3 84 



RESULT 14 
US-08-646-367-2 

Sequence 2, Application US/08646367 
Patent No. 5959085 
GENERAL INFORMATION: 

APPLICANT: Pierre Garrone 
APPLICANT: Odile Djossou 
APPLICANT: Francois Fossiez 
APPLICANT: Jacques Banchereau 

TITLE OF INVENTION: Human Monoclonal Antibodies 
TITLE OF INVENTION: Against Human Cytokines And 



TITLE OF INVENTION: Methods Of Making And Using Such Antibodies 
NUMBER OF SEQUENCES : 3 0 
CORRESPONDENCE ADDRESS : 

ADDRESSEE: Schering-Plough Corporation 

STREET: 2000 Galloping Hill Road 
. CITY: Kenil worth 

STATE: New Jersey 

COUNTRY: USA 

ZIP: 07033 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: Apple Macintosh 

OPERATING SYSTEM: Macintosh 7.5.3 

SOFTWARE: Microsoft Word 5.1a 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 08/ 64 6 , 3 67 

FILING DATE: May 16, 1996 
' CLASSIFICATION: 53 0 
ATTORNEY/AGENT INFORMATION : 

NAME: Foulke, Cynthia L. 

REGISTRATION NUMBER: 32,364 

REFERENCE/DOCKET NUMBER: SF0403K 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: 908-298-2987 

TELEFAX: 908-298-5388 
INFORMATION FOR SEQ ID NO: 2: 
SEQUENCE CHARACTERISTICS: 

LENGTH: 390 base pairs 

TYPE: nucleic acid 

STRANDEDNESS : double 

TOPOLOGY: linear 
US-08-646-367-2 

Query Match 76.0%; Score 319.4; DB 2; Length 390; 

Best Local Similarity 89.4%; Pred. No. 1.2e-91; 

Matches 344; Conservative 0; Mismatches 41; Indels 0; Gaps 0; 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

INN Mill lllllllllll I Mllll II MMM lllllllll M M 

Db 6 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 6 5 

Qy 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

t 1 1 1 1 1 1 1 1 ' I 1 1 ! 1 1 I M 1 1 ! 1 1 M I - 1 i : 1 1 ! I I < I ! M 1 1 1 1 1 1 1 1 1 1 1 M I 

Db 66 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 12 5 



Qy 132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

IMMMMIIIIIIIMMIII MINIMI 1 1 I M I M M I M 1 1 1 1 1 1 1 Mill 

Db 12 6 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGTTGGTTAGCCTGGTATCAGCAGAAACC 185 



Qy 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 51 

Ml MM M II Ml I II Ml MM 1 1 II II I 1 1 II I II I II M M 1 1 1 I 

Db 186 AGGAAAGGCCCCGAAGCTCTTGATCTATGAAGCATCCAATTTGGAAACTGGGGTCCCATC 24 5 



Qy 252 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

III IIIIIM! Illlllllllll IIIIIMIII MIIIIIIIIIIIIIIIIMIII 

Db 24 6 AAGATTCAGCGGCAGTGGATCTGGGTCAGATTTCACCCTCACCATCAGCAGCCTGCAGCC 3 05 



BRAMS, Peter 
CHAMAT, Soulaima Salim 
PAN, Li-Zhen 
WALSH , Edward E . 
HEARD , Cheryl Janne 
NEWMAN, Roland Anthony 

NEUTRALIZING HIGH AFFINITY HUMAN 

MONOCLONAL ANTIBODIES SPECIFIC TO RSV F- PROTEIN AND 
METHODS FOR THEIR MANUFACTURE AND THERAPEUTIC USE 



Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

IMIIIIMIIIIIIIII llllllllllll Ml IIIII I II III II 

Db 3 06 TGAAGATTTTGCAACTTATTATTGTCAACAGACTAGCAGTTTTCTCCTCAGTTTCGGCGG 3 65 

Qy 3 72 GGGAACCAAGCTGGAGATCAAACGA 3 96 

ii mi iiiii nil 

Db 3 66 CGGGACCAAGGTGGAGCACAAACGA 3 90 



RESULT 15 
US-08-488-376-16 

Sequence 16, Application US/08488376 
Patent No. 5811524 
GENERAL INFORMATION: 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
TITLE OF INVENTION 
TITLE OF INVENTION 
TITLE OF INVENTION 
THEREOF 

NUMBER OF SEQUENCES: 19 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Burns, Doane , Swecker & Mathis 
STREET: P.O. Box 14 04 
CITY: Alexandria 
STATE: Virginia 
COUNTRY: United States 
ZIP: 22313-1404 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC -DOS /MS -DOS 
SOFTWARE: Patentln Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/488,376 
FILING DATE: 07-JUN-1995 
CLASSIFICATION: 424 
ATTORNEY/ AGENT INFORMATION: 
NAME: Teskin, Robin L. 
REGISTRATION NUMBER: 3 5,030 
REFERENCE/DOCKET NUMBER: 012712-150 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: (703) 836-6620 
TELEFAX: (703) 836-2021 
INFORMATION FOR SEQ ID NO : 16: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 705 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: DNA (genomic) 
FEATURE : 

NAME/ KEY: CDS 



LOCATION: 1 . .7 05 
US-08-488-376-16 

Query Match 73.5%; Score 308.8; DB 1; Length 705; 

Best Local Similarity 84.8%; Pred. Mo. 3.5e-88; 

Matches 346; Conservative 0; Mismatches 62; Indels 0; Gaps 0; 
Qy 13 ATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATGC 7 2 

III I III IIIIIMIIII II I UN MINI III II 1 1 lllllll 

Db 1 ATGGAGACCCCTGCTCAGCTCCTGGGGCTCCTGCTACTCTGGCTCCGAGGTGCCAGATGT 60 

Qy 7 3 GACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCACC 13 2 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 Ml II IIIIIMIIII IMIIIMIIIMM 

Db 61 GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTCGGAGACAGAGTCACC 12 0 

Qy 133 ATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACCA 192 

Mill Ml Mill Mill Ml III Ml I III II Ml II MUM 

Db 121 ATCACTTGCCGGGCAGGTCAGAGGATTGCTAGTTATTTAAATTGGTATCAGCACAAACCA 18 0 

Qy 193 GGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATCA 2 52 

II Mill MIIIIIIIIIIM 1 1 1 1 II ! Mill MUM MM Mill III 

Db 181 GGGAAAGCCCCTAAGCTCCTGATATATGCTGGATCCAATTTGCACCGTGGGGTCCCGTCA 24 0 

Qy 2 53 AGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 312 

MUM M I f ) 1 1 1 1 1 1 1 1 1 M ( 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 III Mill Ml 

Db 241 AGGTTCAGTGGCGGTGGATCTGGGACAGATTTCACTCTCACCATCAACAGTCTGCAACCT 3 00 

Qy 313 GAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCAG 3 72 

MIMIMMIIIIIIIIIIIIIIMIIIIMI I III III I Mill II ! 

Db 301 GAAGATTTTGCAACTTACTATTGTCAACAGGCTTACAGTACCCCCTGGACTTTCGGCCCA 3 60 

Qy 3 73 GGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II MUM II 1 1 IIMIMI II MMMMMMMMIMM 

Db 361 GGGACCAAGGTGGAAATCAAACGTACGGTGGCTGCACCATCTGTCTTC 4 08 



Search completed: December 2, 2004, 17:07:49 
Job time : 62.3429 sees 

GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 

OM nucleic - nucleic search, using sw model 

Run on: December 2, 2004, 17:01:26 ; Search time 322.011 Seconds 

(without alignments) 
7166.911 Million cell updates/sec 

Title: US-08-728-463B-220 

Perfect score: 420 

Sequence: 1 AAGCTTGCCACCATGATGGT TGGCTGCACCATCTGTCTTC 42 0 

Scoring table: I DENT I T Y_MUC 

Gapop 10.0 , Gapext 1.0 



Searched : 



3694831 seqs, 2747406616 residues 



Total number of hits satisfying chosen parameters: 



7389662 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : Published__Applicat ions_NA: * 

1 : /cgn2_6/ptodata/l/pubpna/US07_PUBCOMB . seq : * 

2 : /cgn2_6/ptodata/l/pubpna/PCT_NEW_PUB . seq : * 

3: /cgn2_6/ptodata/l/pubpna/US06_NEW_PUB.seq:* 

4 : /cgn2_6/ptodata/l/pubpna/US06_PUBCOMB. seq: * 

5 : /cgn2_6/ptodata/l/pubpna/US07_NEW_PUB . seq : * 

6 : /cgn2_6/ptodata/l/pubpna/PCTUS_PUBCOMB . seq : * 

7 : /cgn2_6/ptodata/l/pubpna/US08_NEW_PUB.seq: * 

8 : /cgn2__6/ptodata/l/pubpna/US08_PUBCOMB . seq : * 

9 : /cgn2_6/ptodata/l/pubpna/US09A_PUBCOMB . seq : * 
10 : /cgn2_6/ptodata/l/pubpna/US09B_PUBCOMB . seq : * 
11 : /cgn2_6/ptodata/l/pubpna/US09C_PUBCOMB. seq: * 
12 : /cgn2_6/ptodata/l/pubpna/US09_NEW_PUB.seq:* 
13 : /cgn2_6/ptodata/l/pubpna/US10A_PUBCOMB . seq : * 
14 : /cgn2_6/ptodata/l/pubpna/US10B_PUBC0MB . seq : * 
15 : /cgn2_6/ptodata/l/pubpna/US10C_PUBC0MB . seq : * 
16 : /cgn2_6/ptodata/l/pubpna/US10D_PUBC0MB . seq : * 
17 : /cgn2_6/ptodata/l/pubpna/US10E_PUBC0MB . seq : * 
18 : /cgn2_6/ptodata/l/pubpna/US10_NEW_PUB . seq : * 
19 : /cgn2_6/ptodata/l/pubpna/USll_NEW_PUB . seq : * 
2 0: / cgn2_6 /pt odat a/ 1 /pubpna/US6 0_NEW_PUB . seq : * 
21 : /cgn2_6/ptodata/l/pubpna/US60_PUBCOMB . seq: * 

Pred . No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 



Result 
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Match 
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DB 


ID 
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US-09-859-053-29 


Sequence 29, 
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Sequence 29, 
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9 
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Sequence 15, 
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14 


US-10-040-244-15 


Sequence 15, 


Appl 
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17 


US-10-693-629-65 


Sequence 65, 


Appl 
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6 


86 


3 
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9 


US-09-844-684-13 


Sequence 13, 


Appl 


7 


362 


6 


86 


3 


716 


14 


US-10-040-244-13 


Sequence 13, 


Appl 


8 


361 


6 


86 


1 


7 05 


15 


US-l"0-292-088-23 


Sequence 23, 


Appl 


9 
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6 


86 


1 


705 


15 


US-10-292-088-47 


Sequence 47, 


Appl 


10 
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6 


86 


1 


752 


17 


US-10-684-109-83 


Sequence 83, 


Appl 


c 11 


361 


6 


86 


1 


752 


17 


US-10-684-109-84 


Sequence 84, 


Appl 
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16 


US-10-395-894-24 


Sequence 24, 


Appl 
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5 
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17 


US-10-695-667-24 


Sequence 24, 


Appl 
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346 


4 


82 


5 


6082 


16 


US-10-395-894-10 


Sequence 10, 


Appl 


15 


346 


4 


82 


5 


6082 


17 


US-10-695-667-10 


Sequence 10, 


Appl 
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8 1 


9 
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17 
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-10 9 
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Sequence 


1 U / , App 
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17 
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8 1 


9 


7 02 


17 


US 


-10 


-684 


-10 9 


-10 8 


Sequence 


i u y , App 




18 


342 


4 


8 1 


5 


7 02 


17 


us 


-10 


-684 


-10 9 


-89 


Sequence 


8 9 , App 1 


c 


19 


342 


4 


81 


5 


702 


17 


us 


-10 


-684 


-109 


-90 


Sequence 


y u , App i 




20 
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6 


80 


6 


1106 


16 


us 


-10 


-264 


-04 9 


-121 


Sequence 


121, App 
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16 


us 


-10 


-3 95 


-894 


-2 0 


Sequence 


20 f Appl 




22 


338 


4 


80 


6 


463 


17 


us 


-10 


-695 


-667 


-20 


Sequence 


2 0 , App 1 




23 


338 


4 


80 


6 


6082 


16 


us 


-10 


-3 95 


-894 


- 9 


Sequence 


9 , App 1 i 




24 


338 


4 


80 


6 


6082 


17 


us 


-10 


-695 


-667 


-9 


Sequence 


9 , App 1 i 




25 


336 


80 


0 


702 


17 


us 


-10 


-684 


-109 


-101 


Sequence 


101, App 


c 


26 


336 


80 


0 


702 


17 


us 


-10 


-684 


-109 


-102 


Sequence 


102, App 




27 


335 


2 


7 9 


8 


729 


15 


us 


-10 


-216 


-4 84 


-125 


Sequence 


12 5, App 




28 
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2 


7 9 


8 


72 9 


15 


us 


-10 


-3 84 


-933 


-125 


Sequence 


12 5, App 
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4 


7 9 


6 


702 


17 


us 


-10 


-684 
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-113 


Sequence 


113, App 


c 


30 


334 


4 


79 


6 


702 


17 


us 


-10 


-684 


-109 


-114 


Sequence 


114, App 




31 


332 


8 


79 


2 


702 


17 


us 


-10 


-684 


-109 


-95 


Sequence 


95, Appl 


c 


32 


332 


8 


79 


2 


702 


17 


us 


-10 


-684 


-109 


-96 


Sequence 


96, Appl 




33 


332 


2 


79 


1 


714 


14 


us 


-10 


-153 


-3 82 


-18 


Sequence 


1 8 , App 1 




34 


332 


. 2 


79 


1 


714 


18 


us 


-10 


-612 


-4 97 


-62 


Sequence 


62 , Appl 




35 


332 


.2 


79 


1 


714 


18 


us 


-10 


-776 


-649 


-62 


Sequence 


62 , Appl 




36 


330 


.6 


7 8 


7 


4 90 


10 


us 


-09 


-918 


-995 


-37859 


Sequence 


-^1 r—T r^fc r— c\ -fx 

37859 , A 




37 


328 


7 8 


1 


3 81 


16 


us 


-10 


-309 


-762 


-111 


Sequence 


111, App 




38 
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. 6 


77 


8 


591 


16 


us 


-10 


-264 


-049 


-2157 


Sequence 


2157, Ap 




39 
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. 8 


77 


6 


19040 


17 


us 


-10 


-817 


-950 


- 3 


Sequence 


3 , App 1 i 
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14 


us 
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-543 


-2025 


Sequence 


2025, Ap 
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us 


-10 


-066 
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Sequence 


186, App 
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Sequence 


11, Appl 
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us 
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-11 


Sequence 


11, Appl 
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2 
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us 


-10 
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Sequence 


61, Appl 
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us 


-10 
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-221 


-10 


Sequence 


10, Appl 



ALIGNMENTS 



RESULT 1 

US-09-859-053-29 

; Sequence 29, Application US/09859053 
; Patent No. US2 002 0102658A1 
; GENERAL INFORMATION: 

APPLICANT: Tsuji, Takashi 

APPLICANT: Tezuka, Katsunari 
; APPLICANT: Hori , No. US20020102658Aluaki 

TITLE OF INVENTION: HUMAN MONO CLONAL ANTIBODY AGAINST A 

TITLE OF INVENTION: COSTIMULATORY SIGNAL TRANSDUCTION MOLECULE AILIM AND 
; TITLE OF INVENTION: PHARMACEUTICAL USE THEREOF 

FILE REFERENCE: 06501-079001 
; CURRENT APPLICATION NUMBER: US/09/859, 053 
; CURRENT FILING DATE: 2001-05-16 

PRIOR APPLICATION NUMBER : JP 2 001-99508 

PRIOR FILING DATE: 2 001-03-30 

PRIOR APPLICATION NUMBER: JP 2000-147116 

PRIOR FILING DATE: 2 000-05-18 

NUMBER OF SEQ ID NOS : 4 3 

SOFTWARE: FastSEQ for Windows Version 4.0 
; SEQ ID NO 2 9 
LENGTH: 974 



; TYPE : DNA 






; ORGANISM: 


Homo 


sapiens 


; FEATURE : 






; NAME/ KEY : 


5 'UTR 




; LOCATION: 


(1) . - 


- (38) 


NAME/ KEY : 


CDS 




LOCATION: 


(39) . 


. . (746) 


NAME / KEY : 


3 'UTR 




LOCATION: 


(750) 


. . . (974 


NAME / KEY : 


sig_peptide 


LOCATION: 


(39) . 


. . (104) 


US-09-859-053- 


29 





Query Match 8 8.2%; Score 370.6; DB 9; Length 974; 

Best Local Similarity 94.1%; Pred . No. 2e-108; 

Matches 385; Conservative 0; Mismatches 24; Indels 0; Gaps 0; 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

Mill 1 1 1 1 1 1 IIIIMIIIM II IIIIIIMIIIIIIIIIIIIIIIIIIIIIMI 

Db 44 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 103 

Qy 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

IIIIIIIIIIIIIIIIIIIIIIIMIIIIIMIIIIIIIIIIIIIIIMMIIIIIMII 

Db 104 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 163 

Qy 132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

MINI II Mill I IMM MM MINIMI I MIMIIIIIIIMMII Mill 

Db 164 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGGTTGTTAGCCTGGTATCAGCAGAAACC 22 3 



Qy 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 51 

III Mill Mill IMIIMIIIIM MMMMMIMMIIMM MINIM 

Db 2 24 AGGGAAAGCCCCTAAACTCCTGATCTATGTTGCATCCAGTTTGCAAAGTGGGGTCCCATC 2 83 

Qy 2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

1 1 Ml I MINI I 1 1 1 1 1 1 1 1 1 1 1 1 1 ! J 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 2 84 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 343 

Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 371 

IMMMMMMMMMMMMMMMINN I MINIMI II II II II 

Db 344 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCGTGGACGTTCGGCCA 4 03 



Qy 3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

M MIMI MM MIMI IIMhlll IIIMIIII II I 

Db 4 04 AGGGACCAAGGTGGAAATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 52 



RESULT 2 

US-10-625-105-29 

; Sequence 29, Application US/10625105 
; Publication No. US 2004018005 2 Al 
; GENERAL INFORMATION; 

APPLICANT: Tsuji, Takashi 

APPLICANT: Tezuka, Katsunari 

APPLICANT: Hori , Nobuaki 

TITLE OF INVENTION: HUMAN MONOCLONAL ANTIBODY AGAINST A 
; TITLE OF INVENTION: COSTIMULATORY SIGNAL TRANSDUCTION MOLECULE AILIM AND 
; TITLE OF INVENTION: PHARMACEUTICAL USE THEREOF 



FILE REFERENCE: 06501-079001 
CURRENT APPLICATION NUMBER: US/ 10/62 5 , 105 
CURRENT FILING DATE: 2003-07-22 
PRIOR APPLICATION NUMBER: US / 09/859, 053 
PRIOR FILING DATE: 2001-05-16 
PRIOR APPLICATION NUMBER: JP 2001-99508 
PRIOR FILING DATE: 2001-03-30 
PRIOR APPLICATION NUMBER : JP 2000-147116 
PRIOR FILING DATE: 2000-05-18 
NUMBER OF SEQ ID NOS : 4 3 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 2 9 
LENGTH: 974 
TYPE: DNA 

ORGANISM: Homo sapiens 
FEATURE : 
NAME / KEY : 5 ' UTR 
LOCATION: (1) ... (38) 
FEATURE : 
NAME /KEY: CDS 
LOCATION: (39)... (746) 
FEATURE : 
NAME /KEY : 3 ' UTR 
LOCATION: ( 750 ) . . . ( 974 ) 
FEATURE : 

NAME / KEY : sig_peptide 
LOCATION: (3 9) . . . (104) 
US-10-625-105-29 

Query Match 88.2%; Score 370.6; DB 17; Length 974; 

Best Local Similarity 94.1%; Pred. No. 2e-108; 

Matches 3 85; Conservative 0; Mismatches 24; Indels 0; Gaps 0; 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

Mill MM II II Ml III Ml II MMMMMMMMMMIMMMIMM 

Db 44 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 103 

Qy 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

M II 1 1 I I II II I M 1 1 M I II I M I M I M I M II II I II II I M M 1 1 1 II II I M M 

Db 104 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 163 

Qy 132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

MINIUM Mill 1 1 MINI 1 1 1 1 1 1 1 1 1 I MIMMIMMMIMI Mill 

Db 164 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGGTTGTTAGCCTGGTATCAGCAGAAACC 223 

Qy 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

Ml Mill Mill IIIMni I II 1 1 E M 1 1 1 M 1 1 1 1 1 M E ! I ! 1 1 1 1 1 

Db 224 AGGGAAAGCCCCTAAACTCCTGATCTATGTTGCATCCAGTTTGCAAAGTGGGGTCCCATC 2 83 

Qy 25 2 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

IIIIIIIIIMI Ml II IIMIIIIilMUMII MUM IMMIIMI M I INI 

Db 2 84 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 343 

Qy 312 TGAAGATTTTGC AACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

i I M 1 1 : 1 1 1 M 1 1 M 1 1 1 1 M M 1 1 1 1 1 1 ! I 1 1 : MINIUM II II II M 

Db 344 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCGTGGACGTTCGGCCA 403 



Qy 3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II MINI 1 1 II IMIIIIIMIMIIMIMIIIMIIIIIIII 

Db 4 04 AGGGACCAAGGTGGAAATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 52 



RESULT 3 

US-09-844-684-15 

Sequence 15, Application US/09844684 
Patent No . . US20020142358A1 
GENERAL INFORMATION: 
APPLICANT: GEMINI SCIENCE , INC. 

APPLICANT: LA JOLLA INSTITUTE FOR ALLERGY AND IMMUNOLOGY 

TITLE OF INVENTION: HUMAN ANTI-CD4 0 ANTIBODIES AND METHODS OF MAKING SAME 
FILE REFERENCE: 21286/0276339 
CURRENT APPLICATION NUMBER : US/ 09/844 , 684 
CURRENT FILING DATE: 2001-04-27 
PRIOR APPLICATION NUMBER: US 60/200,601 
PRIOR FILING DATE: 2000-04-28 
NUMBER OF SEQ ID NOS : 15 
SOFTWARE: Patent In Ver. 2.1 
SEQ ID NO 15 
LENGTH: 72 8 
TYPE : DNA 

ORGANISM: Homo sapiens 
US-09-044-684-15 



Query Match 87 . 1%; 

Best Local Similarity 93.4%; 
Matches 382; Conservative 



Score 365.8; DB 9 
Pred. No. 6.4e-107 
0; Mismatches 27 



Length 72 8; 

Indels 0; Gaps 0; 



Qy 



Db 



12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

Mill III MINIM || MIIIMIIIMIIMIMIIIIIIMMIII 

64 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 12 3 



Qy 



Db 



72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II I II 1 1 1 II I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

124 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGGATCTGTAGGAGACAGAGTCAC 183 



Qy 



Db 



13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

I 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 II 1 1 1 M 1 1 1 1 1 1 1 1 II 1 1 I 1 1 

184 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 243 



Qy 



Db 



192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 51 

III Mill II M I I M I I I I I I | | i I i I M IMM, II Mill II MM 

24 4 AGGGAAAGCCCCTAAGCTCCTGATCTATGCTGGATCCAGTTTGCAAAGTGGGGTCCCATC 3 03 



Qy 



Db 



2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

MMMIIMM M II M I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 

3 04 AAGGTTCAGCGGCAGTGGATTTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 63 



Qy 



Db 



312 TGAAGATTTTGCAACTTACTATTGTC AACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

MIIIIIMIIIIIIIIIIMIIIIIIIIIIMM MINIM II II II II 

3 64 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAGCAGTTTCCCTCGGACATTCGGCCA 4 2 3 



Qy 



Db 



3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II Mill IMM II llllll II II MMM II MMM Mill 

4 24 AGGGACCAAGGTGGAGATCAAACGTACGGTGGCTGCACCATCTGTCTTC 472 



RESULT 4 

US-10-040-244-15 

Sequence 15, Application US/10040244 
Publication No. US2 0 03 0 05 94 2 7 Al 
GENERAL INFORMATION: 
APPLICANT: KIRIN BEER KABUSHIKI KAISHA 
APPLICANT: FORCE , WALKER F. 
APPLICANT : TAKAHASHI , NOBUAKI 
APPLICANT: MIKAYAMA, TOSHIFUMI 

TITLE OF INVENTION: ISOLATION AND CHARACTERIZATION OF HIGHLY ACTIVE ANTI-CD4 0 
ANTIBODY 

FILE REFERENCE: 021286/0272501 
CURRENT APPLICATION NUMBER: US/lO/040 , 244 
CURRENT FILING DATE: 2002-06-17 
PRIOR APPLICATION NUMBER: 60/200,601 
PRIOR FILING DATE: 2000-4-28 
PRIOR APPLICATION NUMBER: PCT/USOl/13672 
PRIOR FILING DATE: 2001-04-27 
PRIOR APPLICATION NUMBER: 09/844,684 
PRIOR FILING DATE: 2001-04-27 
NUMBER OF SEQ ID NOS : 17 
SOFTWARE: Patentln Ver. 3.0 
SEQ ID NO 15 
LENGTH: 72 8 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-040-244-15 

Query Match 87.1%; Score 365.8; . DB 14; Length 728; 

Best Local Similarity 93.4%; Pred. No. 6.4e-107; 

Matches 3 82; Conservative 0; Mismatches 27; Indels 0; Gaps 0; 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

Mill llllll lllllllllll II IIIIIIIIMMIIIIIIMIIMMIMIII 

Db 64 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 123 

Qy 7 2 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

IIIIIIIMIMMIIIMIIIIMMIMIIMIMI IIIIIIIIIIIIIIIIIMM 

Db 124 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGGATCTGTAGGAGACAGAGTCAC 183 

Qy 13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

I I I II I I I I I I II I I I I I I II I I I I I I I I I I II I I I I I I I II I I I II I I II II I I I I I 
Db 184 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 24 3 

Qy 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

III Mill II MINIMI I MUM II II IIIIIIIIMIIIIIIII M I M I II 

Db 24 4 AGGGAAAGCCCCTAAGCTCCTGATCTATGCTGGATCCAGTTTGCAAAGTGGGGTCCCATC 3 03 

Qy 2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

1 1 1 E 1 1 1 1 1 1 1 1 Mlllll IIIMIIMMIIIIIIIIIIIIIIIIMIIMIMIII 

Db 3 04 AAGGTTCAGCGGCAGTGGATTTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 63 

Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 371 

MIMIMIMMIMIMMMMMIMIMM IMMIII II II II II 

Db 3 64 TGAAGATTTTGCAACTTACTATTGTCAAC AGGCTAGCAGTTTCCCTCGGACATTCGGCCA 42 3 



Qy 372 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

1 1 1 1 1 1 1 1 IMIIIMIIIII II lllllllllllllllllllll 

Db 4 2 4 AGGG ACCAAGGTGGAGATCAAACGTACGGTGGCTGCACC ATCTGTCTTC 4 72 



RESULT 5 

US-10-693-629-65 

Sequence 65, Application US/10693629 
Publication No. US20040120948A1 
GENERAL INFORMATION: 
APPLICANT: KIRIN BEER KABUSHIKI KAISHA 
APPLICANT: MIKAYAMA, Toshifumi 
APPLICANT: YOSHIDA, Hitoshi 
APPLICANT: FORCE, Walker, R. 
APPLICANT: CHEN, Xingj ie 
APPLICANT: TAKAHASHI , Nobuaki 

TITLE OF INVENTION: ANTI CD4 0 MONOCLONAL ANTIBODY 
FILE REFERENCE: 021286-0306473 
CURRENT APPLICATION NUMBER: US/ 10/693 , 62 9 
CURRENT FILING DATE: 2003-11-13 
PRIOR APPLICATION NUMBER: PCT/USOl/13672 
PRIOR FILING DATE: 2001-04-27 
PRIOR APPLICATION NUMBER: US09/844,684 
PRIOR FILING DATE: 2001-04-27 
PRIOR APPLICATION NUMBER: JP2001/142482 
PRIOR FILING DATE: 2001-05-11 
PRIOR APPLICATION NUMBER: JP2 001/3 10535 
PRIOR FILING DATE: 2001-10-05 
PRIOR APPLICATION NUMBER: USlO/040,244 
PRIOR FILING DATE: 2001-10-26 
NUMBER OF SEQ ID NOS : 66 
SOFTWARE: Patentln Ver. 2.1 
SEQ ID NO 65 
LENGTH: 72 8 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-693-629-65 

Query Match 87.1%; Score 365.8; DB 17; Length 728; 

Best Local Similarity 93.4%; Pred . No. 6.4e-107 ; 

Matches 3 82; Conservative 0; Mismatches 27; Indels 0; Gaps 0; 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

Mill 1 1 1 1 1 1 IIIIIMIMI II IMIIIIIIIIMIIIMIIIIIIIIIIIIII 

Db 64 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 12 3 

Qy 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

I I Mil II hi III I II HUM IMIIIMI !!IMI IIIIIIIIMIIIIMMIII 

Db 124 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGGATCTGTAGGAGACAGAGTCAC 183 

Qy 132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

MIIIIMIIIIIIIIIIMIII IMIIIMIIIII IMIMIIIIIIIMM Mill 

Db 184 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 24 3 

Qy 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

III Mill I ! ! I ! M 1 1 ! 1 1 1 1 1 It M M I "MINIMUM IIIIMM 



Db 



24 4 AGGGAAAGCCCCTAAGCTCCTGATCTATGCTGGATCCAGTTTGCAAAGTGGGGTCCCATC 3 03 



Qy 2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

IMIIMIIIII lllllll IMIIIIIIIIIIMIIIMIIMIIIIIMIIIIMM 

Db 3 04 AAGGTTCAGCGGCAGTGGATTTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 63 

Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 e i r 1 1 e i i 1 1 1 f 1 1 1 1 iiiiMii ii ii ii ii 

Db 3 64 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAGCAGTTTCCCTCGGACATTGGGCCA 42 3 

Qy 3 72 GGGAACCAAGCTGGAGATCAAACGAAGTGTGGCTGCACCATCTGTCTTC 42 0 

II llllll lllllllllllll II Mlllll Mill Ii MUM 

Db 4 24 AGGGACCAAGGTGGAGATCAAACGTACGGTGGCTGCACCATCTGTCTTC 4 72 



RESULT 6 

US-09-844-684-13 

Sequence 13, Application US/09844684 
Patent No. US20020142358A1 
GENERAL INFORMATION: 
APPLICANT: GEMINI SCIENCE, INC. 

APPLICANT: LA JOLLA INSTITUTE FOR ALLERGY AND IMMUNOLOGY 

TITLE OF INVENTION: HUMAN ANTI-CD40 ANTIBODIES AND METHODS OF MAKING SAME 
FILE REFERENCE: 21286/0276339 
CURRENT APPLICATION NUMBER :- US/09/844 , 684 
CURRENT FILING DATE: 2001-04-27 
PRIOR APPLICATION NUMBER: US 60/200,601 
PRIOR FILING DATE: 2000-04-28 
NUMBER OF SEQ ID NOS : 15 
SOFTWARE: Patentln Ver. 2.1 - 
SEQ ID NO 13 
LENGTH: 716 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-09-844-684-13 

Query Match 86.3%; Score 3 62.6; DB 9; Length 716; 

Best Local Similarity 92.9%; Pred. No. 6.8e-106; 

Matches 3 80; Conservative . 0; Mismatches 29; Indels 0; Gaps 0; 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

Mill llllll lllllllllll II lllllll IIMMIII M IhHIIMh 

Db 52 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 111 

Qy 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 112 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGCAGGAGACAGAGTCAC 171 

Qy 13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

III IIMMIII lllllllllll IIIIMIIIIIMIIIIIIIIIIMII ll lllll 

Db 17 2 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAACAGAAACC 231 

Qy 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 51 

Ml Mill 1 1 1 1 1 1 1 1 E 1 1 F 1 1 f 1 1 1 1 1 1 1 MINI llllll, Mil IIMIIII 

Db 232 AGGGAAAGCCCCTAAGCTCCTGATCTATGCTGGATCCAGTTTGCAAAGTGGGGTCCCATC 2 91 

Qy 2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 



Illlllllllll lllllll MIMIIIIMIIMIIIIIMIII IIIIIMIIIIII 

Db 2 92 AAGGTTCAGCGGCAGTGGATTTGGGACAGATTTCACTCTCACCATCGGCAGCCTGCAGCC 3 51 

Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

MMMMIMMMMMMMMMIMIMM 1 1 i 1 1 II II M M 

Db 3 52 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAGCAGTTTCCCTCGGACGTTCGGCCA 411 



Qy 3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II MINI IIIIIMIIIIII I I IIIIMIIIIIIMIIIIIII 

Db 412 AGGGACCAAGGTGGAGATCAAACGTACGGTGGCTGCACCATCTGTCTTC 4 6 0 



RESULT 7 

US-10-040-244 -13 

; Sequence 13, Application US/10040244 
; Publication No. US20030059427A1 
; GENERAL INFORMATION: 

; APPLICANT: KIRIN BEER KABUSHIKI KAISHA 

APPLICANT: FORCE, WALKER F. 
; APPLICANT: TAKAHASHI , NOBUAKI 
; APPLICANT: MIKAYAMA, TOSHIFUMI 

TITLE OF INVENTION: ISOLATION AND CHARACTERIZATION OF HIGHLY ACTIVE ANTI-CD4 0 
ANTIBODY 

FILE REFERENCE: 021286/0272501 
; CURRENT APPLICATION NUMBER: US/10/040,244 
; - CURRENT FILING DATE: 2 002-06-17 

PRIOR APPLICATION NUMBER: 60/200,601 

PRIOR FILING DATE: 2000-4-28 

PRIOR APPLICATION NUMBER: PCT/USOl/13672 
; PRIOR FILING DATE: 2 001-04-27 
; PRIOR APPLICATION NUMBER: 09/844,684 

PRIOR FILING DATE: 2001-04-27 
; NUMBER OF SEQ ID NOS : 17 

SOFTWARE: Patent In Ver. 3.0 
; SEQ ID NO 13 
LENGTH: 716 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-040-244-13 



Query Match 86.3%; Score 362.6; DB 14; Length 716; 

Best Local Similarity 92.9%; Pred. No. 6.8e-106; 

Matches 3 80; Conservative 0; Mismatches 29; Indels 0; Gaps 0; 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

Mill llllll 1 1 1 i i 1 1 1 1 1 1 II IMIIIIMMMMMMMMMMIIMI 

Db 52 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 111 



Qy 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

llllll I 1 1 Ml I II llllll llllll MM lllllll llllll MIIMMMIMM 

Db 112 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGCAGGAGACAGAGTCAC 171 



Qy 13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

MIMIMIIIIIIIIIIIMM IIIMIIIIIIIIIIIIIIMMIIII II Mill 

Db 17 2 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAACAGAAA.ee 231 



192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 



IN Mill IIIIIIIIMIMIIIIIMM IIIIIMIIIIIIIIII! IIIIIIM 

Db 2 32 AGGGAAAGCCCCTAAGCTCCTGATCTATGCTGGATCCAGTTTGCAAAGTGGGGTCCCATC 2 91 

Qy 2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

I I Ml I IIIIM Ml MM III IIIIM Ml III I II II Mill N I MM 

Db 2 92 AAGGTTCAGCGGCAGTGGATTTGGGACAGATTTCACTCTCACCATCGGCAGCCTGCAGCC 3 51 

Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

M I I I M I II I I I I I M I I II II I II I II I I I I I I IIIIIIM II II M II 

Db 3 52 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAGCAGTTTCCCTCGGAGGTTCGGCCA 411 

Qy 3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

M IIIIM MIMMMMM II II M 

Db 412 AGGGACCAAGGTGGAGATCAAACGTACGGTGGCTGCACCATCTGTCTTC 4 60 



RESULT 8 

US-10-292-088-23 

Sequence 23, Application US/10292088 
Publication No. US20030211100A1 
GENERAL INFORMATION: 
APPLICANT: BEDIAN, VAHE 
APPLICANT : GLADUE, RONALD P. 
APPLICANT: CORVALAN, JOSE 
APPLICANT: JIA, XIAO-CHI 
APPLICANT: FENG, XIAO 

TITLE OF INVENTION: ANTIBODIES TO CD4 0 
FILE REFERENCE: ABX-PF/3 US 

CURRENT APPLICATION NUMBER: US/10/292 , 088 
CURRENT FILING DATE: 2003-03-14 
PRIOR APPLICATION NUMBER: 60/348,980 
PRIOR FILING DATE: 2001-11-09 
NUMBER OF SEQ ID NOS : 14 7 
SOFTWARE: Patent In Ver. 2.1 
SEQ ID NO 2 3 
LENGTH: 7 05 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-292-088-23 

Query Match 86.1%; Score 361.6; DB 15; Length 705; 

Best Local Similarity 92.9%; Pred . No. 1.4e-105; 

Matches 379; Conservative 0-; Mismatches 29; Indels 0; Gaps 0; 
Qy 13 ATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATGC 72 

MM I MIMMMIMMM M 1 1 } 1 1 1 1 1 ! 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 I i 1 1 1 E 

Db 1 ATGAGGCTCCCTGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATGC 60 

Qy 73 GACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCACC 132 

1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 e f 1 1 1 1 1 1 1 e 1 1 } 1 1 1 1 1 1 1 1 1 1 j 1 1 r e 1 1 1 1 { 1 1 1 f 

Db 61 GACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCACC 12 0 

Qy 133 ATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACCA 192 

Ml I ll MM I II MM I I 1 1 1 1 I I 1 t 1 1 1 t f I i I I I I I I i I I I f f I I I Ml I 

Db 121 ATCACTTGTCGGGCGAGTCAGCCTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACCA 180 



Qy 



193 GGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATCA 2 52 



II lllll Mill MINIM III MM III MMMMIMM lllllllll 

Db 181 GGGAAAGCCCCTAAACTCCTGATTTATTCTGCCTCCGGTTTGCAAAGTGGGGTCCCATCA 24 0 

Qy 2 53 AGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 312 

IMIIIMIII IIMMIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIII 

Db 241 AGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 3 00 

Qy 313 GAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCAG 372 

Nil II I MIIIIMI MUM M 

Db 3 01 GAAGATTTTGCAACTTACTATTGTCAACAGACTGACAGTTTCCCGCTCACTTTCGGCGGC 36 0 

Qy 3 73 GGAACCAAGCTGGAGATCAAAGGAACTGTGGCTGCACCATCTGTCTTC 4 20 

II lllll! MIMIIMMIIIIMMIIIIIIIIMIIMIIIII 

Db 3 61 GGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATGTGTCTTC 4 08 



RESULT 9 

US-10-292-088-47 

Sequence 47, Application US/10292088 
Publication No. US20030211100A1 
GENERAL. INFORMATION: 
APPLICANT: BEDIAN, VAHE 
APPLICANT: GLADUE, RONALD P. 
APPLICANT: CORVALAN, JOSE 
APPLICANT: JIA, XIAO-CHI 
APPLICANT: FENG, XIAO 

TITLE OF INVENTION: ANTIBODIES TO CD4 0 
FILE REFERENCE: ABX-PF/3 US 

CURRENT APPLICATION NUMBER: US/ 10/292 , 088 
CURRENT FILING DATE: 2003-03-14 
PRIOR APPLICATION NUMBER: 60/348,980 
PRIOR FILING DATE: 2001-11-09 
NUMBER OF SEQ ID NOS : 14 7 
SOFTWARE: Patent In Ver. 2.1 
SEQ ID NO 47 
LENGTH: 7 05 
TYPE: DNA 

ORGANISM: Homo sapiens 

US-10-292-088-47 

Query Match 86.1%; Score 361.6; DB 15; Length 705; 

Best Local Similarity 92.9%; Pred. No. 1.4e-105; 

Matches 379; Conservative 0; Mismatches 29; Indels 0; Gaps 0; 
Qy 13 ATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATGC 72 

MM I MM MMMMMI II M II M II M II II I II I 1 1 1 1 II M I M II II 

Db 1 ATGAGGCTCCCTGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATGC 60 

Qy 7 3 GACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCACC 132 

II I MM II I M II II II I II II II II I M I M II M II II I M II II II I II II II 1 1 1 

Db 61 GACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCACC 12 0 

Qy 13 3 ATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACCA 192 

I II II M II II II II II 1 1 II I II 1 1 II MM MM I II I! llllll III MUM 

Db 121 ATCACTTGTCGGGCGAGTCAGGGTATTTACAGCTGGTTAGCCTGGTATCAGCAGAAACCA 180 



193 GGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATCA 252 



II Mill Mill MINIM II III IIMIIIMIIIMIM 

Db 181 GGGAAAGCCCCTAACCTCCTGATCTATACTGCATCCACTTTACAAAGTGGGGTCCCATCA 240 

Qy 2 53 AGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 312 

MIMIMIM MIIIIIIIIIMIIIIMIIIIMIMIIIIMIMIIMIM III 

Db 241 AGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAACCT 3 00 

Qy 313 GAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCAG 3 72 

IMIIIIIIIIMIIIIIIMIIMIIIIIIIIII I l MM I IIIMI II 

Db 3 01 GAAGATTTTGCAACTTACTATTGTCAACAGGCTAACATTTTCCCGCTCACTTTCGGCGGA 3 60 

Qy 3 73 GGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II I 1 1 1 1 I I i 1 1 1 1 1 1 1 II 1 1 M 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 

Db 3 61 GGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 0 8 



RESULT 10 
US-10-684-109-83 

Sequence 83, Application US/10684109 
Publication No. US20040175379A1 
GENERAL INFORMATION: 
APPLICANT: DeVries, Peter J. 
APPLICANT: Green, Larry L. 
APPLICANT: Ostrow, David H. 
APPLICANT: Reilly, Edward B. 
APPLICANT: Wieler, James 

TITLE OF INVENTION: Erythropoietin Receptor Binding 
TITLE OF INVENTION: Antibodies 
FILE REFERENCE: 6 98 9. US. 02 

CURRENT APPLICATION NUMBER: US/lO/684 , 109 
CURRENT FILING DATE: 2003-10-10 
PRIOR APPLICATION NUMBER: 10/269,711 
PRIOR FILING DATE: 2002-10-14 
NUMBER OF SEQ ID NOS : 115 

SOFTWARE: Fast SEQ for Windows Version 4.0 
SEQ ID NO 83 
LENGTH: 752 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-684 109 83 

Query Match 86.1%; Score 361.6; DB 17; Length 752; 

Best Local Similarity 92.9%; Pred . No. 1.4e-105; 

Matches 379; Conservative 0; Mismatches 29; Indels 0; Gaps 0; 
Qy 13 ATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATGC 72 

1 1 1 1 IIIMI lllllllllll II IIIIIMMIMIIIMIIIIIIIMIIMII! 

Db 1 ATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATGC 60 

Qy 73 GACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCACC 132 

IIIMI Ml MM Ml lllllllllll III MM 1 1 MM I Ml II I MM I II M 

Db 61 GACATCCAGATGACCCAATCTCCATCTTCCGTGTCTGCATCTATAGGAGACAGAGTCTCC 12 0 

Qy 13 3 ATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACCA 192 

IIIIIIMIIIIIIIIIIMM MUM I IIIIMI 1 1 MIIIMI MM Mill 

Db 121 ATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACCA 180 



Qy 193 GGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATCA 2 52 

II Mill MM M M 1 1 MMMMMMMM MMMI MM MMMMI 

Db 181 GGGAAAGCCCCTACGCTCCTTATCTATGCTGCATCCACTTTGCAACGTGGGGTCCCATCA 24 0 

Qy 25 3 AGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 312 

1 1 MINIMI Ml Mill Mi IIMMIMIM II NNMM MINIMUM 

Db 241 AGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 3 00 

Qy 313 GAAGATTTTGCAAGTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCAG 3 72 

IMIIIIIIIMIIIIIII I M I M 1 1 1 1 1 1 1 Ml I MIIM II I 

Db 3 01 GAAGATTTTGCAACTTACTTTTGTCAACAGGCTAACAGTTTCCCATTCACTTTCGGCCCT 3 6 0 

Qy 3 73 GGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

MMMI MM M II M I II I II II II II 1 1 II M II M I II M 

Db 3 61 GGGACCAAAGTGGATATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 08 



RESULT 11 

US-10-684-109-84/c 

Sequence 84, Application US/10684109 
Publication No. US20040175379A1 
GENERAL INFORMATION: 
APPLICANT: DeVries, Peter J. 
APPLICANT: Green, Larry L. 
APPLICANT: Ostrow, David H . 
APPLICANT: Re illy, Edward B. 
APPLICANT: Wieler, James 

TITLE OF INVENTION: Erythropoietin Receptor Binding 
TITLE OF INVENTION: Antibodies 
FILE REFERENCE: 6989. US. 02 

CURRENT APPLICATION NUMBER: US/ 10/684 , 109 
CURRENT FILING DATE: 2003-10-10 
PRIOR APPLICATION NUMBER: 10/269,711 
PRIOR FILING DATE: 2002-10-14 
NUMBER OF SEQ ID NOS : 115 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 84 
LENGTH: 752 
TYPE : DNA 

ORGANISM: Homo sapiens 
US-10-684-109-84 

Query Match 86.1%; Scoi~e 361.6; DB 17; Length 752; 

Best Local Similarity 92.9%; Pred. No. 1.4e-105; 

Matches 379; Conservative 0; Mismatches 29; Indels 0; Gaps 0; 
Qy 13 ATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATGC 72 

MM MIIM I M II ! f 1 1 1 1 II MMMMMMMMMMMMMMIMM 

Db 752 ATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATGC 6 93 

Qy 73 GACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCACC 132 

IIIIIIIIMIIMIM N III ININ llllll N IN II IMIMIMIMM II 

Db 6 92 GACATCCAGATGACCCAATCTCCATCTTCCGTGTCTGCATCTATAGGAGACAGAGTCTCC 633 

Qy 13 3 ATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACCA 192 

I II INN I M ill IN III II III III INNMMIMINII llllll I MIIM 

Db 632 ATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACCA 5 73 



Qy 193 GGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATCA 2 52 

I I IMII MM MMM MMMMMMMM MMMI MM MMMMI 

Db 5 72 GGGAAAGCCCCTACGCTCCTTATCTATGCTGCATCCACTTTGCAACGTGGGGTCCCATCA 513 

Qy 2 5 3 AGGTTCAGCGGAAGTGGATCTGGGACAGATTTC ACTCTC ACCATCAGCAGCCTGC AGCCT 312 

I Ml III MM llllllllllll MM MINIMI 

Db 512 AGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCT 453 

Qy 313 GAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCAG 3 72 

M I I I M II 1 1 M II II M MM Mill II Ml I III Mill I MMM II I 

Db 4 52 GAAGATTTTGCAACTTACTTTTGTCAACAGGCTAACAGTTTCCCATTCACTTTCGGCCCT 3 93 

Qy 3 7 3 GGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

M Mill MM M 1 1 1 II II II I M I M I M I M I II M 1 1 1 II 

Db 3 92 GGGACCAAAGTGGATATCAAACGAACTGTGGCTGCACCATCTGTCTTC 34 5 



RESULT 12 
US-10-395-894-24 

Sequence 24, Application US/10395894 
Publication No. US20040033229A1 
GENERAL INFORMATION: 
APPLICANT: M ADD ON , Paul J. 
APPLICANT: DONOVAN , Gerald P. 
APPLICANT: OLSON , William C. 

APPLICANT: SCHsLKE, No. US20040033229Albert 
APPLICANT: GARDNER , Jason 
APPLICANT: MA, Dangshe 

TITLE OF INVENTION: PSMA ANTIBODIES AND PROTEIN MULTIMERS 
FILE REFERENCE: P00741. 70005. US 
CURRENT APPLICATION NUMBER: US/10/3 95 , 894 
CURRENT FILING DATE: 2003-03-24 
PRIOR APPLICATION NUMBER : PCT/US02/33944 
PRIOR FILING DATE: 2002-10-23 
PRIOR APPLICATION NUMBER: US 60/335,215 
PRIOR FILING DATE: 2001-10-23 
PRIOR APPLICATION NUMBER: US 60/362,747 
PRIOR FILING DATE: 2002-03-07 
PRIOR APPLICATION NUMBER: US 60/412*, 618 
PRIOR FILING DATE: 2002-09-20 
NUMBER OF SEQ ID NOS : 3 3 
SOFTWARE: Patentln version 3.1 
SEQ ID NO 24 
LENGTH: 4 63 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Includes BamHI/Bglll cloning junction, signal peptide, V 
region, portion 

OTHER INFORMATION: of C region and 3'Xbal/NheI (heavy) or Nhel (light)- 
cloning junction 
US-10-395-894-24 



Query Match 82.5%; Score 346.4; DB 16; Length 463; 

Best Local Similarity 90.0%; Pred . No. 9.5e-101; 

Matches 371; Conservative 0; Mismatches 41; Indels 0; Gaps 0; 



Qy 9 CACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAG 6 8 

MINIM MINI I IMi 'I II llllllllllllll MINIMI Mil 

Db 7 CACCATGAGGGTCCCTGCTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAG 66 

Qy 6 9 ATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGT 12 8 

II II N II N II II I II I II I N 1 1 1 N I 1 1 II I II I II I II II I N II I i N I II 

Db 67 ATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGT 12 6 

Qy 12 9 CAGCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAA 18 8 

II II N II I II II II II 1 1 1 II II 1 1 llllll I I N II N I II WWW II 

Db 12 7 CACCATCACTTGTCGGGCGAGTCAGGGCATTAGCCATTATTTAGCCTGGTTTCAGCAGAA 186 

Qy 18 9 ACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCC 24 8 

WWW INN llllll 1 1 1 1 1 1 1 1 I M t E 1 1 M 1 1 1 1 1 1 1 1 ! 1 1 1 1 I i t 1 1 1 ( t 

Db 187 ACCAGGGAAAGCCCCTAAGTCCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCC 246 

Qy 24 9 ATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCA 3 08 

Mill III III III MM IIMMl II I MUM IMIMMII IMMMMII II 

Db . 247 ATCAAAGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTACA 3 06 

Qy 3 09 GCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGG 3 68 

II IM I IMMIIM MM II II llllll 1 1 : 1 1 1 1 1 1 1 1 M MINI II 

Db 3 07 GCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATAATAGTTTCCCGCTCACTTTCGG 3 66 

Qy 3 69 TCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II llllll 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II 

Db 3 67 CGGAGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 418 



RESULT 13 
US-10-695-667-24 

Sequence 24, Application US/10695667 
Publication No. US20040161776A1 
GENERAL INFORMATION: 
APPLICANT: MADDON , Paul J. 
APPLICANT: DONOVAN, Gerald P. 
APPLICANT: OLSON , William C. 
APPLICANT: SCHSLKE, Norbert 
APPLICANT: GARDNER, Jason 
APPLICANT: MA, Dangshe 

TITLE OF INVENTION: PSMA FORMULATIONS AND USES THEREOF 
FILE REFERENCE: P074 1 . 70006US00 
CURRENT APPLICATION NUMBER: US/ 10/695 , 667 
CURRENT FILING DATE: 2003-10-27 
PRIOR APPLICATION NUMBER: US 10/3 95,894 
PRIOR FILING DATE: 2003-03-21 
PRIOR APPLICATION NUMBER: PCT/US02 /33 944 
PRIOR FILING DATE: 2002-10-23 
PRIOR APPLICATION NUMBER: US 60/335,215 
PRIOR FILING DATE: 2001-10-23 
PRIOR APPLICATION NUMBER: US 60/362,747 
PRIOR FILING DATE: 20 02-03-07 
PRIOR APPLICATION NUMBER: US 60/412,618 
PRIOR FILING DATE: 2002-09-20 
NUMBER OF SEQ ID NOS : 3 3 
SOFTWARE: Patentln version 3.1 



SEQ ID NO 24 
LENGTH: 4 63 
TYPE : DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Includes BamHI/Bglll cloning junction, signal peptide, V 
region, portion 

OTHER INFORMATION: of C region and 3'XbaI/NheI (heavy) or Nhel (light) 
cloning junction 
US-10-695-667-24 

Query Match 82.5%; Score 346.4; DB 17; Length 463 ; 

Best Local Similarity 90.0%; Pred. No. 9.5e-101; 

Matches 371; Conservative 0; Mismatches 41; Indels 0; Gaps 0; 
Qy 9 CACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAG 6 8 

MINIM MUM MIMIIMM II IMMMMIMM IMIIMM MM 

Db 7 CACCATGAGGGTCCCTGCTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAG 66 

Qy 6 9 ATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGT 12 8 

II I 1 1 M M II II M I M II II II II II I M 1 1 1 1 1 1 M 1 1 M I i 1 1 i M 1 1 1 1 1 1 

Db 6 7 ATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGT 12 6 

Qy 12 9 CACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAA 188 

IMIIIIMIMIIIIIIMIIIIII MUM I IIIMIIMI MUM II 

Db 12 7 CACCATCACTTGTCGGGCGAGTCAGGGCATTAGCCATTATTTAGCCTGGTTTCAGCAGAA 186 

Qy 18 9 ACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCC 24 8 

Mini mil Mini 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r i r 1 1 1 r j 1 1 mil 

Db 187 ACCAGGGAAAGCCCCTAAGTCCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCC 24 6 

Qy 24 9 ATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCA 3 08 

Mill MINIMI MMMIMMMIMMMMIMMMMIIMMIMI II 

Db 24 7 ATCAAAGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTACA 3 06 

Qy 3 09 GCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGG 3 68 

M M 1 1 1 1 1 1 1 M M II 1 1 M II II M II 1 1 MM IMIIMM Mill 

Db 3 07 GCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATAATAGTTTCCCGCTCACTTTCGG 3 66 

Qy 36 9 TCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II MUM MIIIMIIIIIIMIIIIIIIIIMIIIIIMIIIII 

Db 3 67 CGGAGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 418 



RESULT 14 
US-10-395-894-10 

Sequence 10, Application US/10395894 
Publication No. US20040033229A1 
GENERAL INFORMATION: 
APPLICANT: MADDON, Paul J. 
APPLICANT: DONOVAN , Gerald P. 
APPLICANT: OLSON, William C. 

APPLICANT: SCHsLKE , No. US2 0 04 0 03 3 2 2 9Alber t 
APPLICANT: GARDNER , Jason 
APPLICANT: MA, Dangshe 

TITLE OF INVENTION: PSMA ANTIBODIES AND PROTEIN MULTIMERS 
FILE REFERENCE: P0074 1 . 700 05 . US 



CURRENT APPLICATION NUMBER: US/10/395 , 894 
CURRENT FILING DATE: 2003-03-24 
PRIOR APPLICATION NUMBER: PCT/US 02 / 3 3 94 4 
PRIOR FILING DATE: 2002-10-23 
PRIOR APPLICATION NUMBER: US 60/335,215 
PRIOR FILING DATE: 2001-10-23 
PRIOR APPLICATION NUMBER: US 60/362,747 
PRIOR FILING DATE: 2002-03-07 
PRIOR APPLICATION NUMBER: US 60/412,618 
PRIOR FILING DATE: 2002-09-20 
NUMBER OF SEQ ID NOS : 3 3 
SOFTWARE: Patentln version 3.1 
SEQ ID NO 10 
LENGTH: 6 0 82 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Plasmid 
US-10-395-894-10 

Query Match 82.5%; Score 346.4; DB 16; Length 6082; 

Best Local Similarity 90.0%; Pred. No. 2e-100; 

Matches 371; Conservative 0; Mismatches 41; Indels 0; Gaps 0; 
Qy 9 CACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAG 6 8 

MINIM MINI Mill llllll M Mi I MINIMI IMIIIIII MM 

Db 913 CACCATGAGG.GTCCCTGCTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAG 972 

Qy 69 ATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGT 128 

III MMMI MIMMIM MMMI I; II M 1 1 1 M 1 1 1 1 II 1 1 1 II I II I II I 

Db 973 ATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGT 103 2 

Qy 12 9 CACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAA 18 8 

MMMMMMMMMIMIMM llllll I MIMMIM llllll II 

Db 10 3 3 CACCATCACTTGTCGGGCGAGTCAGGGCATTAGCCATTATTTAGCCTGGTTTCAGCAGAA 10 92 

Qy 189 ACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCC 24 8 

MIMI Mill llllll I II ! I M I ^ 1 1 1 1 1 1 1 M 1 1 1 1 i 1 : 1 1 1 1 1 1 Mill 

Db 10 93 ACCAGGGAAAGCCCCTAAGTCCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCC 1152 

Qy 24 9 ATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCA 3 08 

Mill IMIIIIII IMIIMIMIIMIIIIMMMIIIIIIIIIIIIIIIII II 

Db 1153 ATCAAAGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTACA 1212 

Qy 3 0 9 GCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGG 3 6 8 

II I II I II 1 1 II II I II II 1 1 II II M M II Mill MMMI MIMI II 

Db 1213 GCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATAATAGTTTCCCGCTCACTTTCGG 12 72 

Qy 36 9 TCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

M MIMI llllll I III Ml liillllMMIII IMM II III 

Db 12 7 3 CGGAGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 1324 



RESULT 15 
US-10-695-667-10 

; Sequence 10, Application US/10695667 
,- Publication No. US20040161776A1 



GENERAL INFORMATION: 
APPLICANT: MADDON, Paul J . 
APPLICANT: DONOVAN , Gerald P. 
APPLICANT: OLSON , William C. 
APPLICANT: SCHSLKE , Norbert 
APPLICANT: GARDNER, Jason 
APPLICANT: MA, Dangshe 

TITLE OF INVENTION: PSMA FORMULATIONS AND USES THEREOF 
FILE REFERENCE: P074 1 . 7 0006US00 
CURRENT APPLICATION NUMBER: US/10/695 , 667 
CURRENT FILING DATE: 2003-10-27 
PRIOR APPLICATION NUMBER: US 10/395,894 
PRIOR FILING DATE : 2003-03-21 
PRIOR APPLICATION NUMBER: PCT/US02 /3 3 944 
PRIOR FILING DATE: 2002-10-23 
PRIOR APPLICATION NUMBER: US 60/335,215 
PRIOR FILING DATE: 2001-10-23 
PRIOR APPLICATION NUMBER: US 60/362,747 
PRIOR FILING DATE: 2002-03-07 
PRIOR APPLICATION NUMBER : US 60/412,618 
PRIOR FILING DATE: 2002-09-20 
NUMBER OF SEQ ID NOS : 3 3 
SOFTWARE: Patentln version 3.1 
SEQ ID NO 10 
LENGTH: 6082 
TYPE : DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Plasmid 
US-10-695-667-10 



Query Match 82.5%; Score 346.4; DB 17; Length 6082; 

Best Local Similarity 90.0%; Pred. No. 2e-100; 

Matches 371; Conservative 0; Mismatches 41; Indels 0; Gaps 0; 



Qy 


9 


CACCATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAG 

Ml II Ml MINI INI MINI 1 II III Ml MINIM MUM Ml MM 

CACCATGAGGGTCCCTGCTCAGCTCCTGGGGCTCCTGCTGCTCTGTTTCCCAGGTGCCAG 


68 


Db 


913 


972 


Qy 


69 


ATGCGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGT 

1 1 1 1 1 1 M 1 1 M 1 II 1 II 1 II 1 1 1 1 1 II 1 II M 1! 1 II 1 M II 1 II 1 1 1 1 II II II 

ATGTGACATCCAGATGACCCAGTCTCCATCCTCACTGTCTGCATCTGTAGGAGACAGAGT 


128 


Db 


973 


1032 


Qy 


129 


CACCATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAA 


188 


Db 


1033 


M 1 1 1 M 1 1 M 1 1 1 1 1 1 1 1 1 ! II 1 1 1 IIMII 1 IMMMIM IIMII M 

CACCATCACTTGTCGGGCGAGTCAGGGCATTAGCCATTATTTAGCCTGGTTTCAGCAGAA 


1092 


Qy 


189 


ACCAGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCC 

MINI Mill IIMII Mill Ml MIMM III IMIMII IIMII Mill 

ACCAGGGAAAGCCCCTAAGTCCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCC 


248 


Db 


1093 


1152 



Qy 24 9 ATCAAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCA 30 8 

Mill Ml MM II MMMMMMMIMMIMIMMMIMMMIMM II 

Db 1153 ATCAAAGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC AGCCTACA 1212 

Qy 3 0 9 GCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGG 3 6 8 

IMIIIIIIIIIMIMIMI II II IIMII 1 1 1 1 1 1 1 1 M 1 1 1 IIMII II 



Db 



1213 GCCTGAAGATTTTGCAACTTATTACTGCCAACAGTATAATAGTTTCCCGCTCACTTTCGG 12 7 2 



Qy 36 9 TCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II MMII I I I I I II I i I I I i i I || | || | I | I I | | I I I II | | M | I 
Db 12 7 3 CGGAGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 132 4 



Search completed: December 3, 2004, 02:43:24 
Job time : 323.011 sees 

GenCore version 5.1.6 
Copyright (c) 1993 - 2004 Compugen Ltd. 



OM nucleic - nucleic search, using sw model 

Run on: December 2, 2004, 12:19:03 ; Search time 2186.2 Seconds 

(without alignments) 
7000.593 Million cell updates/sec 

US-08-728-463B-220 
420 

1 AAGCTTGCCACCATGATGGT TGGCTGCACCATCTGTCTTC 42 0 



Title: 

Perfect score : 
Sequence : 

Scoring table: 



Searched : 



I DENT i TY_NUC 

Gapop 10.0 Gapext 1.0 

32822875 seqs, 18219865908 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



65645750 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RESULT 1 
BF976230 

LOCUS BF976230 943 bp mRNA linear EST 22-JAN-2001 

DEFINITION 602245105F1 NIH_MGC_48 Homo sapiens cDNA clone IMAGE : 4336225 5', 

mRNA sequence . 
ACCESSION BF976230 



VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



FEATURES 

source 



BF97 62 3 0 . 1 GI : 12 3 4 344 5 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 943) 

NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 

Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Louis M. Staudt, M.D., Ph.D. 
cDNA Library Preparation: Ling Hong/Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Incyte Genomics, Inc. 

Clone distribution: MGC clone distribution information can be 
found through the I.M.A.G.E- Consortium/LLNL at: 
http : / / image . llnl . gov 
Plate: LLCM12 08 row: j column: 02 
High quality sequence stop: 721. 
Location/ Qualifiers 
1. .943 

/organism^ "Homo sapiens" 
/mol_type= "mRNA" 
/db_xref ="taxon: 9606" 
/clone=" IMAGE: 4 33 6225" 

/tissue_type= "primary B-cells from tonsils (cell line)" 
/lab_host="DH10B (phage-resistant ) " 
/ c lone_l ib= n NIH_MGC_4 8 " 

/note= "Organ: B-cells ; Vector: pOTB7 ; Site_l : Xhol; 
Site__2 : EcoRI ; cDNA made by oligo-dT priming. 
Directionally cloned into EcoRl/XhoI sites using the 
following 5' adaptor: GGCACGAG (G) . Size-selected >500bp 
for average insert size 1.8kb. Library constructed by Ling 
Hong in the laboratory of Gerald M. Rubin (University of 
California, Berkeley) using ZAP-cDNA synthesis kit 
(Stratagene) and Superscript II RT (Life Technologies) . 
Note: this is a NIH__MGC Library." 



ORIGIN 



Query Match 91.7%; Score 3 85; DB 2; Length 94 3; 

Best Local Similarity 96.3%; Pred. No. 2.9e-109; 

Matches 3 94; Conservative 0; Mismatches 15; Indels 0; 



Gaps 



0; 



Qy 

Db 



12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

Mill Mill MUM M IIIIIIIIIIIIIIIIIIIIIIMIIMIIII 

2 3 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 8 2 



Qy 

Db 

Qy 

Db 



72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

IIIMIIIIIIIIIMMIIMIIIIIIIIIIIIIIIMIMIIIIIIIIIIMIIIMI 

8 3 CG ACATCCAGATGACCCAGTCTCC ATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 14 2 
132 CATCACTTGTCGGGCGAGTCAGGATATTAGC AGCTGGTTAGCCTGGTATCAGCATAAACC 191 

IIIIIIIIIIIIIMMIMIII IIIIIIIIIIMIIIIIIIIIIMIIIIM Mill 

14 3 CATCACTTGTCGGGCGAGTCAGGGTATTAGC AGCTGGTTAGCCTGGTATCAGCAGAAACC 2 02 



Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 



192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 51 

III Mill IIIIIIIIIIIMIIIIIIIIIMIIIMIMIIIIIIII! MINIM 

2 0 3 AGGGAAAGCCCCTAAGCTCCTGATGTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 2 62 
2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

II M M II II II II 1 1 1 1 1 1 1 1 1 II I I II II II 1 1 II II I II II II II 1 1 1 M I M 1 1 1 

2 6 3 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 22 
312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 371 

IMIIMIIIIMIMIIIIIIIIIIIIIIMIIII IMIIIII II II 1 1 II M M 

3 2 3 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCTCACACTTTTGGCCA 3 82 
3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTG 42 0 

III IMIIIIMIIIIIIIIIIIIIIIIIMIIIMMIIIIIIIIII 

3 83 GGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 31 



RESULT 2 
BF663472 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



FEATURES 

source 



Craniata; Vertebrata; Euteleostomi ; 
Hominidae; Homo. 



BF663472 1100 bp mRNA linear EST 21-DEC-2000 

602144635F1 NIH_MGC_48 Homo sapiens CDNA clone IMAGE : 4297736 5*, 
mRNA sequence. 
BF663472 

BF6634 72 .1 GI : 1193 7 3 67 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; Catarrhini 
1 (bases 1 to 1100) 
NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 
Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 
Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Louis M. Staudt, M.D., Ph.D. 
cDNA Library Preparation: Ling Hong/Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G. E. Consortium (LLNL) 
DNA Sequencing by: Incyte Genomics, Inc. 

Clone distribution: MGC clone distribution information can be 
found through the I.M.A.G.E. Consortium/ LLNL at: 
http : / / image . llnl . gov 
Plate: LLCM1152 row: f column: 09 
High quality sequence stop: 704. 

Location/Qualifiers 

1. .1100 

/organism="Homo sapiens" 
/mol_type="mRNA" 
/db_xref ="taxon: 9606" 
/clone=" IMAGE: 4297736" 

/tissue_type= "primary B-cells from tonsils (cell line) " 
/lab_host="DH10B (phage-resistant ) " 
/clone_lib="NIH_MGC_48" 

/note= "Organ: B-cells ; Vector: pOTB7; Site_l: Xhol; 
Site_2: EcoRI; cDNA made by oligo-dT priming. 
Directionally cloned into EcoRl/XhoI sites using the 
following 5' adaptor: GGCACGAG (G) . Size-selected >500bp 



for average insert size 1.8kb. Library constructed by Ling 
Hong in the laboratory of Gerald M. Rubin (University of 
California, Berkeley) using ZAP-cDNA synthesis kit 
(Stratagene) and Superscript II RT (Life Technologies). 
Note: this is a NIH_MGC Library." 



ORIGIN 



Query Match 89.0%; Score 373.8; DB 2; 

Best Local Similarity 94.6%; Pred . No. le-105; 
Matches 387; Conservative 0; Mismatches 22; 



Length 1100; 
Indels 0; 



Gaps 



0; 



Qy 

Db 



1 2 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

Mill llllll IIIIIIIIMI II IIIIIMIMIIIIIIMMIIIIMIIIMI 

1 3 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 2 



Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 

Qy 

Db 



7 2 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

IIIIIMIIIMIIIIIIMIIIMIIIIIIIIIMIIIIIIMIIIIIIIIIIIIIIII 

7 3 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 13 2 

132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

IIIIIIMIIIIIIIIIIIIIM I f I I I I I I I 1 I I I I t I I 1 I I I I I I f I I I I 1 Mill 
13 3 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 192 

192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 51 

III Mill 1 1 1 M M 1 1 1 M I E II 1 1 ! 1 1 I Mill 1 1 Mill llllll MMMM 

193 AGGGAAAGCCCCTAAGCTCCTGATCTATGCTTCATCCAGTTTGCAAAGTGGGGTCCCATC 2 52 
252 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

IMMMIMM MMMMMMMMMIMMMIMMMMMMMMIMM 

25 3 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 312 

312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

MM Ml IMIMI hlhlilllllllMIIIII MINIM llllll II 

313 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCTCTCACTTTCGGCGG 372 

372 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II MIMI I r I i I f 1 1 1 { 1 1 1 1 1 1 1 1 1 i 1 1 1 E E 1 1 1 1 1 1 1 1 i 1 1 1 1 

373 AGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 21 



RESULT 3 
CD690290 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 
JOURNAL 
COMMENT 



CD690290 606 bp mRNA linear EST 25-JUN-2003 

EST6 813 human nasopharynx Homo sapiens cDNA, mRNA sequence. 
CD690290 

CD690290.1 GI:32210896 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 606) 
Liu,X.-Q., Zhou,Y., Zhang, L. -J 
Zeng,Y.-X. 

Transcriptional Gene Expression Profile of Human Nasopharynx 
Unpublished (2003) 
Contact : YiXin Zeng 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 

Xu,H., Chen,H.-K., Pan,Z.-G. and 



FEATURES 

source 



Cancer Center 

Sun Yat-sen University 

651 DongFeng Road East, GuangZhou 510060, China 

Tel : 86-1380-9770-743 

Fax: 86-20-8775-4506 

Email: yxzeng@gzsums.edu.cn. 

Location/ Qualifiers 

1. -606 

/organism= "Homo sapiens" 

/mol_type= " mRNA " 

/db_xref ="taxon: 9606" 

/ tissue_type= "normal nasopharynx" 

/clone__lib= "human nasopharynx" 

/note="ESTs generated from a normal nasopharynx cDNA 
library from southern Chinese" 



ORIGIN 



Query Match 88.6%; Score 372.2; DB 6; Length 606; 

Best Local Similarity 94.4%; Pred. No. 2.6e-105; 

Matches 386; Conservative 0; Mismatches 23; Indels 0; Gaps 0; 



QY 
Db 



12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

Mill MINI Illllllllll II IIIIIIIIIIIIMIIIIIIIIIIIIIIIIII 

73 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 132 



Qy 
Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 



72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

MM Ml MINI Illllllllll MIM INI MINIM MINIM MINIMI 

13 3 CGACATCCAGATGACCCAGTCTCCATCTTCTGTGTCTGCATCTGTAGGAGACAGAGTCAC 192 
13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

Mil I Ml II III MINI INI Mill II MM MUM II MMMM Ml Mill 

193 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 2 52 
192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 51 

I II Mill 1 1 1 II II I II I II 1 1 1 M M 1 1 1 1 1 I II I M 1 1 II 1 1 1 M I MMMM 

2 53 AGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 312 

2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

1 1 1 1 M I M II I 1 1 1 1 1 1 1 1 1 1 1 ! I 1 1 1 1 : M 1 1 M i 1 1 1 II I II I II 1 1 1 1 1 1 II I 

313 AAGGTTC AGCGGCAGTGGATCTGGGACAGATTTCACTCTCACTATCAGCAGCCTGCAGCC 3 72 
312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

MM I II I II III MIIMI MUM MIMMNI IN III II IIMII II 

3 73 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCCGCCACTTTCGGCGG 4 32 

3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II IIMII NINNINNNMINININNNNNNNI 

4 3 3 AGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 81 



RESULT 4 
BG533970 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 



BG533970 

602553071F1 NIH_MGC_ 
mRNA sequence. 
BG533970 

BG53 3 97 0. 1 GI : 13 525510 



755 bp mRNA linear EST 03-APR-2001 
77 Homo sapiens cDNA clone IMAGE : 4 663 0 96 5', 



KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



FEATURES 

source 



ORIGIN 



EST . 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa ; Chordata; Craniata; Vertebrata; Euteleostomi ; 

Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 {bases 1 to 755) 

NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 

Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: CLONTECH Laboratories, Inc. 
cDNA Library Preparation: CLONTECH Laboratories, Inc. 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Incyte Genomics, Inc. 

Clone distribution: MGC clone distribution information can be 
found through the I.M.A.G.E. Consort ium/LLNL at: 
http : //image . llnl . gov 
Plate: LLCM1464 row: m column: 17 
High quality sequence stop: 726. 

Location/Qualifiers 

1. .755 

/organism= "Homo sapiens" 
/mol_type = " mRNA " 
/db_xref ="taxon: 9606" 
/clone-" IMAGE : 4663096" 

/lab_host="DH10B (Tl phage- resistant ) " 
/ c 1 one_l ib= "NIH_MGC_7 7 " 

/note="0rgan: lung; Vector: pDNR-LIB (Clontech) ; Site_l : 
Sfil (ggccgcctcggcc) ; Site_2 : Sfil (ggccattatggcc) ; 5' and 
3' adaptors were used in cloning as follows: 5' adaptor 
sequence: 5 ' -CACGGCCATTATGGCC-3 ' and 3' adaptor sequence: 
5 ' -ATTCTAGAGGCCGAGGCGGCCGACATG-dT (30) BN- 3 ' (where B - A, 
C, or G and N = A, C, G, or T) . Average insert size 1.9 
kb (range 0.5-4.0 kb) . 12/15 colonies contained inserts 
by PCR. This library was enriched for full-length clones 
and was constructed by Clontech Laboratories (Palo Alto, 
CA) . Note: this is a NIH_MGC Library." 



Query Match 88.2%; Score 370.6; DB 4; Length 755; 

Best Local Similarity 94.1%; Pred. No. 9e-105; 

Matches 3 85; Conservative 0; Mismatches 24; Indels 0; 



Gaps 



0; 



Qy 

Db 



1 2 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

Mill MINI MINIMI II II MMMMMIMIMMIMMMMIMM 

3 3 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 92 



QY 
Db 

Qy 

Db 



7 2 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

MIIMIIIIIIIMIIIIIIMMMIIIMIIMIIIIIMIIIIMIII IMIIM 

9 3 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACGGAGTCAC 152 
13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 E IMIIM Ml M II II II II 1 1 1 II I II 1 1 1 II II I III I 

153 CATCACTTGTCGGGCGAGTCAGGGTATCAGCAGCTGGTTAGCCTGGTATCAGCAGAAAGC 212 



Qy 



192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 



Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 



Ml Mill IIIIIMIIIIIIIIMIIMIIIIIIIIMIIIIMMII MINIM 

213 AGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 2 72 
2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

Mill II Mill i ! I 1 1 1 f 1 1 1 [ 1 1 i 1 1 E 1 1 1 1 1 1 1 I [ 1 j 1 1 E I i E 1 1 I E 1 1 1 E I f E 1 1 

2 73 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTGACCATCAGCAGCCTGCAGCC 3 32 
312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

1 1 1 1 1 1 1 1 1 1 M i 1 1 1 1 1 1 1 1 ! f M 1 1 1 1 1 1 1 Ml IMIIMI I MUM M 

3 3 3 TGAAGATTTTGCAACTTACTATTGTCAACAGGGTAACAGTTTCCCTTTCACTTTCGGCGG 3 92 
3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

I! MINI MIIIIMIMIIIMIIIIIMMMIIMIIMIII 

3 93 AGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 41 



RESULT 5 
CD702614 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 
JOURNAL 
COMMENT 



CD702614 472 bp mRNA linear EST 25-JUN-2003 

EST1913 9 human nasopharynx Homo sapiens cDNA, mRNA sequence. 
CD702614 

CD702614.1 GI:32233244 
EST. 

Homo sapiens (human) 
Homo sapiens 

Craniata; Vertebrata; Euteleostomi ; 
Catarrhini ; Hominidae; Homo. 



FEATURES 

source 



Chordata; 
Primates ; 



Zhang, L. -J., Xu,H., Chen,H.-K., Pan,Z.-G. and 



Eukaryota; Metazoa; 
Mammalia; Eutheria; 
1 (bases 1 to 472) 
Liu, X. -Q. , Zhou, Y. , 
Zeng , Y . -X. 

Transcriptional Gene Expression Profile of Human Nasopharynx 

Unpublished (2 003) 

Contact: YiXin Zeng 

Cancer Center 

Sun Yat-sen University 

651 DongFeng Road East, Guangzhou 510060, China 

Tel: 86-1380-9770-743 

Fax: 86-20-8775-4506 

Email: yxzeng@gzsums.edu.cn. 

Location/Qualifiers 

1. .472 

/organism^ "Homo sapiens" 
/mol_type= "mRNA" 
/db^xref ="taxon: 9606" 
/tissue_type=" normal nasopharynx" 
/clone_lib= "human nasopharynx" 

/note="ESTs generated from a normal nasopharynx cDNA 
library from southern Chinese" 



ORIGIN 



Query Match 87.9%; Score 369; DB 6; Length 472; 

Best Local Similarity 93.9%; Pred . No. 2.5e-104; 

Matches 384; Conservative 0; Mismatches 25; Indels 0; 



Gaps 



0; 



Qy 
Db 



1 2 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

Mill 1 1 Ml I Mlh MM II MINIM II III IMIIMI MM MINI 

5 7 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 116 



Qy 7 2 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

MIMIIIIMIMIMIMIIIIIIIIIIIIIMIMIIIIIIIIIIIIIIII Mill 

Db 117 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGCGTCAC 17 6 

Qy 132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

I 1 1 I 1 1 M 1 1 I i 1 1 1 i ) I f 1 1 M MINIM MMMMMMMMIMM Mill 

Db 177 CATCACTTGTCGGGCGAGTCAGGCTATTAGCACCTGGTTAGCCTGGTATCAGCAGAAACC 236 

Qy 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

Ml Mill IMIIIIMIIIIIIIII M II M II M M II M II M M MIIIMI 

Db 2 37 AGGGAAAGCCCCTAAGCTCCTGATCTATACTGCATCCAGTTTGCAAAGTGGGGTCCCATC 2 96 

Qy 2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

IMIMIIIMI III IMIMMMM Mill MMMIMIMM IIIMIII III 

Db 2 97 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 56 

Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

I i 1 1 1 1 1 1 i I ! 1 1 ! M 1 1 1 1 1 ! 1 1 1 ! I i 1 1 1 1 1 1 1 MINIM MUM II 

Db 357 TGAAGATTTTGCAACTTACTATGGTCAACAGGCTAACAGTTTCCCTCTCACTTTCGGCGG 416 

Qy 372 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II IMMI Ml III IM III MMI IIMMIII IMIMIMM 

Db 417 AGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 65 



RESULT 6 
CD696710 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 
JOURNAL 
COMMENT 



FEATURES 

source 



GI : 32223477 



Chordata; 
Primates ; 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae ; Homo. 



Zhang, L. -J., Xu,H., Chen,H.-K., Pan,Z,-G. and 



CD696718 497 bp mRNA linear EST 25-JUN 

EST13241 human nasopharynx Homo sapiens cDNA, mRNA sequence. 
CD696718 
CD696718 . 1 
EST. 

Homo sapiens (human) 
Homo sapiens 
Eukaryota; Metazoa; 
Mammalia; Eutheria; 
1 (bases 1 to 497) 
Liu,X. -Q. , Zhou, Y . , 
Zeng,Y.-X. 

Transcriptional Gene Expression Profile of Human Nasopharynx 

Unpublished (2 003) 

Contact: YiXin Zeng 

Cancer Center 

Sun Yat-sen University 

651 DongFeng Road East, Guangzhou 510060, China 

Tel : 86-13 80-9770-74 3 

Fax: 86-20-8775-4506 

Email: yxzeng@gzsums.edu.cn. 

Location/Qualif iers 

1. .497 

/organism^ "Homo sapiens" 

/mol_type= "mRNA" 

/db_xref ="taxon: 9606" 

/ tissue_type= "normal nasopharynx" 

/clone_lib=" human nasopharynx" 

/note="ESTs generated from a normal nasopharynx cDNA 



>003 



library from southern Chinese" 



ORIGIN 



Query Match 86.7%; Score 364.2; DB 6; Length 497; 

Best Local Similarity 93.2%; Pred. No. 8.1e-103; 

Matches 3 81; Conservative 0; Mismatches 28; Indels 0; 



Gaps 



0; 



Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 



1 2 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

II II 1 1 MM MMMIMM II 1 1 1 M M II II II I M 1 1 1 1 1 1 1 I II II 1 1 1 1 

5 2 CAGGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 111 
7 2 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

MMIMMMMMMMMMIMMIMI III Ml II 1 1 I II M I M 1 1 M M I I 

112 CGACATCCAGATGACCCAGTCTCCATCTTCCGGGTCTGCTTCTGTAGGAGACAGAGTCAC 171 
132 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

IMIIIIIIIIIIMMIIIIII IMIIIIIIIIIIIMIIMIIIIIIIIM Mill 

172 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 2 31 
192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

III Mill IMIMMIM II I II I I M M 1 1 II 1 1 II I II I 1 1 II 1 1 M M I I 

2 3 2 AGGGAAAGCCCCTAAGCTCCTCGTCTATGCTGCATCCAGTTTGCAAGGTGGGGTCCCATC 2 91 
2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

1 1 ! 1 1 1 1 1 1 1 1 f I E i 1 1 1 1 1 i i 1 1 1 1 1 1 1 1 1 1 1 E t f 1 1 i > I E I i 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 

2 92 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 51 
312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

I ! M M M 1 1 1 1 M 1 1 ! 1 1 M I MMMMIMM Illlllll I 1 1 1 1 1 1 M I 

3 52 TGAAGATTTTGCAACTTACTATGGTCAACAGGCTAACAGTTTCCCTTTCACTTTCGGCCC 411 
3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II Mill MM MMMMMMMMMMIMIMMIMM 

412 TGGGACCAAAGTGGATATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 60 



RESULT 7 
CD690030 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 
JOURNAL 
COMMENT 



CD690030 558 bp mRNA linear EST 25-JUN-2003 

EST6553 human nasopharynx Homo sapiens cDNA, mRNA sequence. 
CD690030 

CD69003 0 . 1 GI : 3 22103 87 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini ; Hominidae; Homo. 
1 (bases 1 to 558) 

Liu,X.-Q., Zhou,Y., Zhang,L.-J., Xu,H., Chen,H.-K. # Pan,Z.-G. and 
Zeng, Y. -X . 

Transcriptional Gene Expression Profile of Human Nasopharynx 

Unpublished (2003) 

Contact : YiXin Zeng 

Cancer Center 

Sun Yat-sen University 

651 DongFeng Road East, GuangZhou 510060, China 
Tel : 86-13 80-9770-743 



FEATURES 

source 



Fax: 86-20-8775-4506 

Email: yxzeng@gzsums.edu.cn- 

Locat ion/Qualifiers 

1. .558 

/organism^ "Homo sapiens" 

/mol_type= "mRNA" 

/db_xref = M taxon: 9606" 

/ tissue_type= "normal nasopharynx" 

/clone_lib= "human nasopharynx" 

/note="ESTs generated from a normal nasopharynx cDNA 
library from southern Chinese" 



ORIGIN 



Query Match 86.7%; 
Best Local Similarity 93.2%; 
Matches 3 81; Conservative 



Score 3 64.2; DB 6; 
Pred. No. 8.4e-103/ 
0; Mismatches 28; 



Length 558; 
Indels 0; 



Gaps 



0 ; 



Qy 



Db 



12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

Mill llllll MIIIUM 1 1 M I E E I E 1 1 1 1 E t ! 1 1 f 1 1 1 f 1 1 f E 1 1 1 1 1 1 1 

55 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 114 



Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 



72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

MMMMMIMMMMMMMMMIMMMMMMMMMMMMMMM 

115 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 174 

13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

i mum i mn iii i minim mmmmmmmmimm imm 

175 CATCACTTGTCGGGCGAGTCAGGGTATTAGCACCTGGTTAGCCTGGTATCAGCAGAAACC 2 34 

192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

III Mill I 1 1 1 1 MM I II Mill II! M Mill MUM MM MM 

235 AGGGAAAGCCCCTAAACTCCTGATCTATGCTGCATCCAATTTGCTAAGTGGGGTCCCATC 2 94 

2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

Ml I II MM I I II MM Mill Ml III IIIIIIIMI MUM I II Mill Ml I 

2 95 AAGATTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAACAGCCTGCAGCC 3 54 
312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 !l M I f 1 1 1 1 1 E 1 1 1 1 IMMMI II M M II 

3 55 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAACAGTTTCCCTCGGACGTTCGGCCA 414 
3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II llllll MM IIIIIIIIIIIIIIIMIMIIIIIimilll 

415 AGGGACCAAGGTGGAAATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 63 



RESULT 8 
CD688415 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



CD688415 605 bp mRNA linear EST 25-JUN-2003 

EST4937 human nasopharynx Homo sapiens cDNA, mRNA sequence. 
CD688415 

CD688415.1 GI:32207195 
EST . 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 



REFERENCE 1 {bases 1 to 605) 

AUTHORS Liu,X.-Q., Zhou,Y., Zhang, L. -J., Xu , H . , Chen,H.-K., Pan,Z.-G. and 
Zeng, Y . -X . 

TITLE Transcriptional Gene Expression Profile of Human Nasopharynx 

JOURNAL Unpublished (2003) 
COMMENT Contact: YiXin Zeng 

Cancer Center 

Sun Yat-sen University 

651 DongFeng Road East, GuangZhou 510060 , China 
Tel: 86-1380-9770-743 
Fax: 86-20-8775-4506 
Email: yxzeng@gzsums.edu.cn. 
FEATURES Location/Qualifiers 
source 1. .605 

/organism- "Homo sapiens" 

/mol_type= "mRNA" 

/db_xref ="taxon: 9606" 

/ tissue_type= "normal nasopharynx" 

/clone__lib=" human nasopharynx" 

/note="ESTs generated from a normal nasopharynx cDNA 
library from southern Chinese" 

ORIGIN 

Query Match 86.7%; Score 3 64.2; DB 6; Length 6 05; 

Best Local Similarity 93.2%; Pred. No. 8.6e-103; 

Matches 3 81; Conservative 0; Mismatches 28; Indels 0; Gaps 0; 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

Mill MINI MINIM II IMIMIIMIIIIIIIIIIIIIIIIIIIIII 

Db 52 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 111 

Qy 7 2 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

MINIMI I f I I 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 ! I IMMMMIMM IMMMMIMM 

Db 112 CGACATCCACATGACCCAGTCTCCATCTTCTGTGTCTGCATCTGTTGGAGACAGAGTCAC 171 

Qy 13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

MMMMIMIMIMIIMM MMMMMMMMMIMMMIMM Mill 

Db 17 2 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 2 31 

Qy 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 51 

Ml Mill MM I MM 1 1 III I I MIMMMMMMMIMM Mill II I 

Db 23 2 AGGGAAAGCCCCTAAACTCCTGATCTCTACTGCATCCAGTTTGCAAAGTGGGGTCCCATC 2 91 

Qy 252 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

1 1 M 1 1 1 1 M 1 1 MIMIIIIIIIIIIMIIIMIIIIIII IMIIIIIIIIIMMI 

Db 2 92 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACTATCAGCAGCCTGCAGCC 351 

Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

II I II M M II M M I M II II 1 1 1 II 1 1 1 1 II 1 1 M I M M M III I II II 

Db 352 TGAAGATTTTGCAACTTACTATTGTCAACAGACTAACAGTTTCCCGCTCACTTTCGGCGG 411 

Qy 3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II 1 1 1 1 M II 1 1 1 1 M 1 1 1 I II II II M I II 1 1 1 M II 1 1 1 1 1 M I 

Db 412 AGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 60 



RESULT 9 



BG686018 

LOCUS BG686018 851 bp mRNA linear EST 01-MAY-2001 

DEFINITION 602638582F1 NIH_MGC_48 Homo sapiens cDNA clone IMAGE : 4 766157 5*, 

mRNA sequence . 
ACCESSION BG6 8 6 0 1 8 

VERSION BG686018.1 GI: 13917415 

KEYWORDS EST. 

SOURCE Homo sapiens (human) 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini ; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 851) 

AUTHORS NIH-MGC http://mgc.nci.nih.gov/. 

TITLE National Institutes of Health, Mammalian Gene Collection (MGC) 

JOURNAL Unpublished (199 9) 
COMMENT Contact: Robert Strausberg, Ph.D. 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Louis M. Staudt, M.D., Ph.D. 
cDNA Library Preparation: Ling Hong/Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Incyte Genomics, Inc. 

Clone distribution: MGC clone distribution information can be 
found through the I.M.A.G.E. Consortium/ LLNL at: 
http : / /image . llnl . gov 
Plate: LLCM1626 row: c column: 22 
High quality sequence stop: 851. 
FEATURES Location/Qualifiers 
source 1. .851 

/organism= "Homo sapiens" 
/mol_type= "mRNA" 
/db_xref ="taxon: 9606" 
/clone= " IMAGE : 4766157 " 

/tissue_type= "primary B-cells from tonsils (cell line)" 
/lab_host="DH10B (phage-resistant ) " 
/clone_lib= "NIH_MGC_4 8 " 

/note="Organ: B-cells; Vector: pOTB7; Site_l: Xhol; 
Site_2: EcoRI; cDNA made by oligo-dT priming. 
Directionally cloned into EcoRl/XhoI sites using the 
following 5' adaptor: GGCACGAG(G). Size- selected >500bp 
for average insert size 1.8kb. Library constructed by Ling 
Hong in the laboratory of Gerald M. Rubin (University of 
California, Berkeley) using ZAP-cDNA synthesis kit 
(Stratagene) and Superscript II RT (Life Technologies) . 
Note: this is a NIH_MGC Library." 

ORIGIN 



Query Match 86 .5%; 

Best Local Similarity 94.6%; 
Matches 387; Conservative 



Qy 

Db 



Score 3 63.4; DB 4 
Pred. No. 1.7e-102 
0; Mismatches 21 



Length 851; 

Indels 1; Gaps 1; 



12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

Mill MINI I III II Mill II III MINIM II I M I II 1 1 1 M 1 1 II M M 

13 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 2 



Qy 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

1 1 1 1 II 1 1 M 1 1 II I II I M 1 1 1 1 1 M I II 1 1 M M 1 1 1 1 M 1 1 1 II I M 1 1 M I M I M 

Db 73 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 13 2 



Qy 
Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 



13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

III 1 1 Ml! Mill III MINI MM MMIIIIIIIM MMIIIMI Ml Mill 

13 3 C ATCACTTGTCGGGCGAGTCAGGGTATTAGC AGCTGGTTAGCCTGGTATCAGC AG AAACC 192 

192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

Ml Mill MIIMMMMIIMIMM IIIIIIIIIIIIIIMIM IMIIMI 

193 AGG - AAAGCCCCTAAGCTCCTGATCTATGCTTCATCCAGTTTGCAAAGTGGGGTCCCATC 2 51 
2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCGTGCAGCC 311 

1 1 1 1 1 1 1 II 1 1 I IIIIIIIIIIIIIIMIMIMMIIIIIIMMIIIIIIIIIIMI 

2 52 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 
312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 371 

MIMMIMIIMMMIMIMIMIMIMM! Illlllll llllll II 

312 TGAAGATTTTGC AACTTACTATTGTCAAC AGGCTAACAGTTTCCCTCTCACTTTCGGCGG 371 

3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

M llllll MMMIMMIIMMMIIMIIMMMMIMM 

3 72 AGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 2 0 



RESULT 10 

BG341803 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



FEATURES 

source 



BG341803 894 bp mRNA linear EST 27-FEB-2001 

602463535F1 NIH_MGC_48 Homo sapiens cDNA clone IMAGE : 4576136 5', 
mRNA sequence . 
BG341803 

BG341803.1 GI:13148241 
EST . 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 894) 

NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 
Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 
Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Louis M . Staudt, M.D., Ph.D. 
cDNA Library Preparation: Ling Hong/Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Incyte Genomics, Inc. 

Clone distribution: MGC clone distribution information can be 
found through the I.M.A.G.E. Consort ium/LLNL at: 
http : / /image . llnl . gov 
Plate: LLCM1288 row: f column: 09 
High quality sequence stop: 63 6. 
Location/Qualifiers 
1. .894 

/organism= "Homo sapiens" 

/mol_type="mRNA" 

/ db_xr e f = " t axon : 9 6 0 6 " 

/clone= " IMAGE :4576136" 

/tissue_type= "primary B-cells from tonsils (cell line) " 
/lab host="DH10B (phage-resistant) " 



/clone_lib= M NIH_MGC_4 8 ,, 

/note= "Organ: B-cells; Vector: pOTB7; Site__l: Xhol; 
Site_2 : EcoRI; cDNA made by oligo-dT priming. 
Direct ionally cloned into EcoRl/XhoI sites using the 
following 5' adaptor: GGCACGAG (G) . Si ze - selected >500bp 
for average insert size 1.8kb. Library constructed by Ling 
Hong in the laboratory of Gerald M. Rubin (University of 
California, Berkeley) using ZAP-cDMA synthesis kit 
(Stratagene) and Superscript II RT (Life Technologies) . 
Note: this is a NIH MGC Library." 



ORIGIN 



Query Match 86.5%; Score 363.4; DB 4; Length 894 ; 

Best Local Similarity 94.6%; Pred. No. 1.7e-102; 

Matches 3 87; Conservative 0; Mismatches 21; Indels 1; Gaps 1; 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

Mill MINI MM II I II MMMMMMMMMMMMIMIMM 

Db 18 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 7 

Qy 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 e 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 7 8 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 13 7 

Qy 13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

IIIIIIMIMIIIIMIMIII MMM M MMIIMI II Mill Mill 

Db 13 8 CATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 197 

Qy 192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

III Mill 1 1 1 ( 1 1 1 1 1 1 1 1 1 i 1 1 i f ! 1 1 1 ! 1 1 i f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 Mill III 

Db 198 AGG-AAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATC 2 56 

Qy 252 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

MIM M II E I r 1 1 1 1 1 1 1 1 1 1 E 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f I f 1 1 1 1 1 I 

Db 257 AAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 316 

Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

1 1 E 1 1 1 1 1 1 i 1 1 1 1 E 1 1 1 1 1 1 i 1 1 1 1 1 ! 1 1 ! r I f I I II III II I MMM II I. 

Db 317 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTCACAGTTTCCCATTCACTTTCGGCCC 3 76 

Qy 3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II Mill II I I 1 1 1 1 1 1 1 1 f 1 1 1 M 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 I E I 

Db 3 77 TGGGACCAAAGTGGATATCAAACGAACTGTGGCTGCACCATCTGTCTTC 425 



RESULT 11 

BF129120 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



BF129120 912 bp mRNA linear EST 24-OCT-2000 

601811580F1 NIH_MGC_48 Homo sapiens cDNA clone IMAGE : 4054530 5', 
mRNA sequence . 
BF129120 

BF129120.1 GI:10968160 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates ; 



Craniata; Vertebrata; 
Catarrhini; Hominidae; 



Euteleostomi ; 
Homo . 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



FEATURES 

source 



ORIGIN 



1 (bases 1 to 912) 

NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 
Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 
Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Louis M. Staudt, M.D., Ph.D. 
cDNA Library Preparation: Ling Hong/Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Incyte Genomics, Inc. 

Clone distribution: MGC clone distribution information can be 
found through the I.M.A.G.E. Consort ium/LLNL at: 
http : / / image . llnl . gov 
Plate: LLCM894 row: p column: 19 
High quality sequence stop: 695. 

Location/Qualifiers 

1. .912 

/organism="Homo sapiens" 
/mol_type= " mRNA " 
/db_xref ="taxon: 9606" 
/clone=" IMAGE : 4 054 53 0" 

/tissue_type= "primary B-cells from tonsils (cell line) " 
/lab__host = "DH10B (phage-resistant) " 
/clone_lib="NIH_MGC_4 8 n 

/note="0rgan: B-cells ; Vector: p0TB7; Site_l: Xhol; 
Site_2 : EcoRI; cDNA made by oligo-dT priming. 
Directionally cloned into EcoRl/XhoI sites using the 
following 5' adaptor: GGCACGAG (G) . Size-selected >500bp 
for average insert size 1.8kb. Library constructed by Ling 
Hong in the laboratory of Gerald M. Rubin (University of 
California, Berkeley) using ZAP-cDNA synthesis kit 
(Stratagene) and Superscript II RT (Life Technologies) . 
Note: this is a NIH_MGC Library." 



Query Match 85.6%; Score 359.4; DB 2; Length 912; 

Best Local Similarity 92.4%; Pred. No. 3.1e-101; 

Matches 378; Conservative 0; Mismatches 31; Indels 0; Gaps 



0; 



Qy 



Db 



12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 7 1 

Mill llllll IIIIIIIIIM II IIIIMIIIIIMIIIIIIIIIIIII Mill 

4 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCTAGATG 6 3 



Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 



72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

MMMMIIIMMIMMIMMMIIMIMIIMMM lllllllllllllllll 

64 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCCGTAGGAGACAGAGTCAC 12 3 
13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

I llllll III IIMIMIIIIMM Mill II M M M 1 1 1 1 1 1 1 1 1 1 1 1 1 INN 

124 CATCACTTGTCGGGCGAGTCAGGATATTAGTAGTTGGTTAGCCTGGTATCAGCAGAAACC 183 
192 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 2 51 

III Mill Mill IMMMMMMMMIMMIMI ; 1 1 1 i 1 1 1 MIIIMI 

184 AGGGAAAGCCCCTAAACTCCTGATCTATGCTGCATCCAGTTTACAAAGTGGGGTCCCATC 24 3 
252 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

MM u i 1 1 1 1 1 J I ( f 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 INN 



Db 



2 4 4 AAGGTTCAGCGGCAGTGGATCTGGGACAG ATTTCACTCTCACCATCAGCAGCCTACAGCC 3 03 



Qy 

Db 

Qy 

Db 



312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 371 

IIIIMIIIIIIIIIIIII MINI 1 1 1 1 1 1 1 1 II I II 1 1 1 I IIIIM 1 1 I 

3 04 TGAAGATTTTGCAACTTACCATTGTCTACAGACTAACAGTTTCCCATTCACTTTCGGCCC 3 63 
3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II Mill 1 1 1 1 Mill 1 1 1 1 f 1 1 1 f t E 1 1 1 1 1 ! 1 1 1 1 1 E I r 1 1 

3 64 TGGGACCAAAGTGGATATCAAGCGAACTGTGGCTGCACCATCTGTCTTC 412 



RESULT 12 

CD694557 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 
JOURNAL 
COMMENT 



FEATURES 

source 



CD694557 510 bp mRNA linear EST 25-JUN-2003 

EST11080 human nasopharynx Homo sapiens cDNA, mRNA sequence. 
CD694557 

CD6 94 557 . 1 GI : 32219318 
EST. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 

Eutheria; Primates; 
1 to 510) 

, Zhou,Y., Zhang, L.-^ 



Craniata; Vertebrata; 
Catarrhini; Hominidae ; 



Euteleostomi / 
Homo . 



Xu,H., Chen,H.-K., Pan,Z.-G. and 



Mammalia ; 
1 (bases 
Liu,X. -Q. 
Zeng,Y.-X. 

Transcriptional Gene Expression Profile of Human Nasopharynx 

Unpubl ished (2003) 

Contact: YiXin Zeng 

Cancer Center 

Sun Yat-sen University 

651 DongFeng Road East, GuangZhou 510060, China 

Tel : 86-13 80-9770-74 3 

Fax: 86-20-8775-4506 

Email: yxzeng@gzsums . edu , cn . 

Location/Qualif iers 

1. .510 

/organism="Homo sapiens" 
/mol_type= "mRNA" 
/db_xref ="taxon: 9606" 
/tissue_type= "normal nasopharynx" 
/clone_lib= "human nasopharynx" 

/note="ESTs generated from a normal nasopharynx cDNA 
library from southern Chinese" 



ORIGIN 



Query Match 84.8%; Score 356.2; DB 6 

Best Local Similarity 91.9%; Pred . No. 2.6e-100 
Matches 376; Conservative 0; Mismatches 33 



Length 510; 

Indels 0; Gaps 0; 



Qy 

Db 



1 2 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

Mill MINI II IIIIM II I II Mill Ml Ml III Mill IN M III 

6 6 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 12 5 



Qy 



Db 



7 2 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

IIIIMIIIMIIIIIIIMIIIIIIIMMIIIIIIII Mill IMIMII Mill 

12 6 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCTTCTGTGGGAGACAGCGTCAC 185 



Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 



13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

IIIIMIIIIIIIillllIMM II II IIIIIIIIMMIIIIMIMIMI Mill 

18 6 CATCACTTGTCGGGCGAGTCAGGCTATTGGCAGCTGGTTAGCCTGGTATCAGCAGAAACC 24 5 
192 AGGTAAAGCACCTAAGCTCGTGATGTATGCTGCATCCAGTTTGCAAAGTGGTGTCCGATC 251 

1 1 I UNI MINI 1 1 E i f t f 1 1 1 1 1 i f I 1 1 1 1 1 E IMIIMMIII MINIM 

24 6 AGGGAAAGCCCCTAAGTTCCTGATCTATGCTGCATCCATTTTGCAAAGTGGGGTCCCATC 3 05 

2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGC AGCCTGCAGCC 311 

II Ml MINI I MINI MINN III IMMMMMMMMMIIMMIMM 

3 06 AAGGTTCAGCGGCAGTGGATCTGGGACAGCTTTCACTCTCACCATCAGCAGCCTGCAGCC 3 65 
312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

f M 1 1 1 1 1 1 I II II II M ! I i 1 1 1 1 1 1 1 1 M 1 1 1 MM Ml II II II 

3 66 TGAAGATTTGGCAACTTACCATTGTCAACAGGCTAACAGTTTCCCTATCACCTTCGGCCA 42 5 

3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II II I 1 1 M 1 1 1 i 1 1 : 1 1 ! M ! 1 1 1 ! I I j I ! ! ; I j 1 1 1 1 1 1 ! 

4 26 AGGGACACGACTGGAGATTAAACGAACTGTGGCTGCACCATCTGTCTTC 4 74 



RESULT 13 

CR597684 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 
REMARK 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



COMMENT 



CR597684 818 bp mRNA linear HTC 21-JUL-2004 

full-length cDNA clone CS0DI026YL22 of Placenta Cot 2 5 -normalized 
of Homo sapiens (human) . 
CR597684 

CR597684.1 GI:50478491 
HTC; CNSLT_cDNA ♦ 
Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates ; 
1 (bases 1 to 818) 
Li,W.B. , Gruber,C. , 



FEATURES 

source 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 

and Polayes,D. 



Jessee , J . 

Full-length cDNA libraries and normalization 
Unpublished 

Contact : Feng Liang Email : fliang@lifetech.com URL : 

http://fulllength.invitrogen.com/ InVitroGen Corporation 1600 

Faraday Avenue 

2 (bases 1 to 818) 

Genoscope . 

Direct Submission 

Submitted (2 0 - JUL-2004 ) Genoscope - Centre National de Sequencage : 
BP 191 91006 EVRY cedex - FRANCE (E-mail : seqref@genoscope.cns.fr 
- Web : www.genoscope.cns.fr) 

1st strand cDNA was primed with a Not I-oligo (dT) primer. Five prime 
end enriched, double- strand cDNA was digested with Not I and cloned 
into the Not I and EcoR V sites of the pCMVSPORT 6 vector. Library 
was normalized. Library was constructed by Life Technologies, a 
division of Invitrogen. 

Location/ Qualifiers 

1. .818 

/organism="Homo sapiens" 
/mol_type="mRNA" 
/db_xref="taxon: 9606" 
/clone="CS0DI026YL22 » 



/tissue_type= "Placenta Cot 2 5 -normal ized " 
/plasmid= "pCMVSP0RT_6 " 

ORIGIN 

Query Match 84.2%; Score 353.8; DB 3; Length 818; 

Best Local Similarity 93.6%; Pred . No. 1.7e-99; 

Matches 381; Conservative 0; Mismatches 22; Indels 4; Gaps 1, 
Qy 18 GGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATGCGACAT 7 7 

Ml IMIIIIIIII II IIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIMI 

Db 1 GGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATGCGACAT 60 

Qy 7 8 CCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCACCATCAC 13 7 

IIIMIIIIIIIMIIIIIIIMIIIIIIMIIIIMIIIIMIIMIIIIIIIIMIII 

Db 61 CCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCACCATCAC 12 0 

Qy 13 8 TTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACCAGGTAA 197 

IIIIIIIIIMMIMI IIIIIIIMMMIIIIIIIIIIIIIIIII MM 1 

Db 121 TTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCTGGTATCAGCAGAAACCAGGGAA 180 

Qy 198 AGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATCAAGGTT 25 7 

III MM Ml I II III Ml IIIIIMIIIII IIIIIMMM M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 181 AGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGGGTCCCATCAAGGTT 24 0 

Qy 2 5 8 CAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCTGAAGA 317 

I II II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Db 241 CAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCTGAAGA 3 0 0 

Qy 318 TTTTGCAACTTACTATTGTC AACAGGCTAATAGTTTCCC GTACACTTTTGGTCAGG 3 7 3 

M I MMMIMM Ml M I IMIIMIM I I II I II II II II II I 

Db 3 01 TTTTGCAACTTACTATTGTCAACAGGCTAACACTCTCACTGTGGTGGACGTTCGGCCAAG 3 60 

Qy 3 74 GAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

I Mil: 1 1 1 1 IIIIIMIIIIIMIIIIIIIIIMIIIIMII 

Db. 3 61 GGACCAAGGTGGAAATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 07 



RESULT 14 
CD696042 

LOCUS CD696042 484 bp mRNA linear EST 25-JUN-2003 

DEFINITION EST12565 human nasopharynx Homo sapiens cDNA, mRNA sequence. 
ACCESSION CD6 9604 2 

VERSION CD696042.1 GI:32222175 

KEYWORDS EST. 

SOURCE Homo sapiens (human) 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 484) 

AUTHORS Liu,X.-Q., Zhou,Y., Zhang, L. -J., Xu,H., Chen , H . - K . , " Pan , Z . - G . and 
Zeng , Y . -X. 

TITLE Transcriptional Gene Expression Profile of Human Nasopharynx 

JOURNAL Unpublished (2 003) 
COMMENT Contact : YiXin Zeng 

Cancer Center 

Sun Yat-sen University 

651 DongFeng Road East, Guangzhou 510 060, China 



Tel: 86-1380-9770-743 
Fax: 86-20-8775-4506 
Email: yxzeng@gzsums.edu.cn. 
FEATURES Location/Qualifiers 
source 1. .484 

/ organ ism= "Homo sapiens" 

/mol_type="mRNA" 

/db_xref ="taxon : 9606" 

/ tissue_type= "normal nasopharynx" 

/clone_lib= "human nasopharynx" 

/note="ESTs generated from a normal nasopharynx cDNA 
library from southern Chinese" 

ORIGIN 

Query Match 84.0%; Score 353; DB 6; Length 484 ; 

Best Local Similarity 91.4%; Pred. No. 2.6e-99; 

Matches 3 74; Conservative 0; Mismatches 35; Indels 0; Gaps 0; 
Qy 12 CATGATGGTCCCAGCTCAGCTCCTCGGTCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 71 

Mill llllll MINIUM II IIIIIIMIIIIIIIIIIIIIIIIIIIIIIII 

Db 58 CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTGCTCTGGTTCCCAGGTTCCAGATG 117 

Qy 72 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCAC 131 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIMI Mill 

Db 118 CGACATCCAGATGACCCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACACAGTCAG 17 7 

Qy 13 2 CATCACTTGTCGGGCGAGTCAGGATATTAGCAGCTGGTTAGCCTGGTATCAGCATAAACC 191 

IIIIIIIIIIIMIIIIIIIIII 1 1 1 1 III 1 1 1 1 1 1 1 1 Mill II I III 

Db 17 8 CATCACTTGTCGGGCGAGTCAGGCTATTGGCAACTGGTTAGCCTGGTATCAACAGAGACC 2 37 

Qy 19.2 AGGTAAAGCACCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGTGTCCCATC 251 

III Mill MMMMIIMMMMMMMMIMMMMMIMI MMI II 

Db 2 38 AGGGAAAGCCCCTAAGCTCCTGATCTATGCTGCATCCAGTTTGCAAAGTGGCGTCCCTTC 2 97 

Qy 2 52 AAGGTTCAGCGGAAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 311 

I II 1 1 1 I II II I II II 1 1 II I II II M I II I M 1 1 II II II M I II I II I II II 1 1 1 1 

Db 2 98 CAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCC 3 57 

Qy 312 TGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGGTCA 3 71 

M MIMM II 1 1 E 1 1 1 1 i i I ! t i 1 1 1 1 1 1 1 1 .III MM I llllll M I 

Db 3 58 GGAGGATTTTGGAATTTACTATTGTCAACAGGCTAACAGTGTCCCTTTCACTTTCGGCCC 417 

Qy 3 72 GGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 42 0 

II MM MM MM I MINIM-MI llllll Mill 

Db 418 TGGGACCACAGTGGATATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 66 



RESULT 15 

BQ706785 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



BQ706785 903 bp mRNA linear EST 16-JUL-2002 

AGENCOURT_7 977104 NIH_MGC_113 Homo sapiens cDNA clone IMAGE : 62 16052 
5 ' , mRNA sequence . 
BQ706785 

BQ7 067 85 . 1 GI : 2184 56 84 
EST. 

Homo sapiens (human) 
Homo sapiens 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



FEATURES 

source 



Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

Mammalia; Eutheria; Primates; Catarrhini ; Hominidae; Homo. 

1 (bases 1 to 903) 

NIH-MGC http://mgc.nci.nih.gov/. 

National Institutes of Health, Mammalian Gene Collection (MGC) 
Unpublished (1999) 

Contact: Robert Strausberg, Ph.D. 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: Dr. Mark Watson 
cDNA Library Preparation: Rubin Laboratory 
cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 
DNA Sequencing by: Agencourt Bioscience Corporation 
Clone distribution: MGC clone distribution information can be 

found through the I.M.A.G.E. Consort ium/LLNL at: 

http: //image. llnl .gov 

Plate: LLCM2385 row: p column: 05 

High quality sequence stop: 697. 
Location/ Qualifiers 
1. .903 

/organism^ "Homo sapiens" ■ 
/ mol_type= "mRNA" 
/db_xref ="taxon: 96 06" 
/clone=" IMAGE: 6216052" 
/lab_host="DH10B (phage-resistant) " 
/ c 1 one_l i b = " N I H_MGC_ 113" 

/note="0rgan: spleen; Vector: p0TB7; Site_l : Xhol; Site_2 
EcoRI; cDNA made by oligo-dT priming. Direct ionally clone 
into EcoRl/XhoI sites using the following 5' adaptor: 
GGCACGAG(G) . Library constructed by Ling Hong in the 
laboratory of Gerald M. Rubin (University of California, 
Berkeley) using ZAP-cDNA synthesis kit (Stratagene) and 
Superscript II RT (Life Technologies). Note: this is a 
NIH MGC Library. " 



ORIGIN 



Query Match 84.0%; Score 352.8; DB 5; 

Best Local Similarity 92.7%; Pred. No. 3.7e-99; 
Matches 382; Conservative 0; Mismatches 27; 



Length 903; 
Indels 3; 



Gaps 



Qy 


12 


Db 


4 


Qy 


72 


Db 


64 


Qy 


132 


Db 


124 


Qy 


18 9 


Db 


184 


Qy 


249 



Mill 1 1 1 1 



MINIMI II MIMM IMIIIIIIIMI I 



1 1 1 1 



IMIMIIIIIIIIIMI 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 III 



1 1 



IIMIIIIIMIIII 



I II I MINIMUM 



1 1 1 1 



I II I 



llllll 



1 1 1 1 



MM 



IMIMMIIMIII III MINIMI IMIMIIIMM 



Db 244 ATCAAGGTTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACTATCAGCAGCCTGCA 3 03 

Qy 3 0 9 GCCTGAAGATTTTGCAACTTACTATTGTCAACAGGCTAATAGTTTCCCGTACACTTTTGG 3 6 8 

MIIIIIIIIIIIIIIIIIMM M MM I I MINIM I MMI M 

Db 3 04 GCCTGAAGATTTTGCAACTTACTTTTGTCAACAGGTTCACAGTTTCCCTCAGACTTTCGG 3 63 

Qy 369 TCAGGGAACCAAGCTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 4 20 

1 1 MMM MMMMMMMMMMMMMMMMMMM 

Db 3 64 CGGAGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTC 415 

Search completed: December 2, 2004, 20:56:38 
Job time : 2187.2 sees 



